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consensus ok ok ok ok |k ook ok ok S Dokokokokokokkok |oskokoskokokokok sk ok kokkokokkokok ok |okokokokkokokkok ok ok | 1 *
REEAMAF VT 5 T el kel P eV TE SRS TTLAR sl

ARV FRAGAVERCT | S L eBLEK = s Ame LV LV |0l | AR SRY eyl
NTDB id 1177 A1552VC RS01165 WP 000422572.1 I
NTDB id 1203 PSJM300 01605 AFN76401.1
NTDB id 1307 DR RS10055 WP 010888596.1
NTDB id 1086 NMV RS00245 WP 002218487.1
NTDB id 1116 NGFG RS10615 WP 003690200.1
NTDB id 1072022 ACI3L8 RS09675 WP 005425810.1
NTDB id 1185 GTF74 RS11940 WP 000350195.1
NTDB id 1176 A1552VC RS01160 WP 000350195.1
NTDB id 1283 ACE17W RS02630 WP 010947729.1 E ARGLVLVTGPTGSGKSTTLAA
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 I ARIRJRGLVLVTGPTGSGKSTTLAAN
NTDB id 1202 PSJM300 01600 AFN76400.1 ISTIMMNIPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1194 PAKAF RS01995 WP 003084552.1 R DMIPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DT MNPRGLVLVTGPTGSGKSTTLAAM
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DT[N PRG VLVTGPTGSGKSTTLAAM
NTDB id 1040 HON27 RS13360 WP 000355489.1 BI[MNPRG VLVTGPTGSGKSTTLAAM
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 E LGLENIF NI[@pNPRG VLVTGPTGSGKSTTLAAM

consensus

Sk L1

* 1k kokokokokk  kokk  kk ke b b bk Doe D sk D DD Dok |k

154
156
160
156
156
156
156
156
156
156
156
156
156
156
156
156



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1
1203 PSJM300 01605 AFN76401.1

1307 DR RS10055 WP 010888596.1

1086 NMV RS00245 WP 002218487.1

1116 NGFG RS10615 WP 003690200.1
1072022 ACI3L8 RS09675 WP 005425810.1
1185 GTF74 RS11940 WP 000350195.1
1176 A1552VC RS01160 WP 000350195.1

1283
1259
1202
1194
1020
1060
1040
1081

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1307

A1552VC RS01165 WP 000422572.1
PSJM300 01605 AFN76401.1
DR RS10055 WP 010888596.1

IRV e s

1086
1116

1072022 ACI3L8 RS09675 WP 005425810.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1

PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

I

* %

R2Qu

Q

DRI DVFPA[§EK
DRI DVFPA[§EK
IDRIIDVFP § K
IDRIIDVFP § K
IDRIIDVFP § K

| % % k| %k ok ok k% *

et WD Tl AR

DBALR ALR FE\PD
BMJALRSALREDPD
INYALEJSALREDPD
(MYALRSALREDPD
IQYALRSALREDPD

IQYALRSALREDPD

NPNALRSALREDPD
WPNALRSALREDPD
RIFALRSALREDPD
MIFALRSALREDPD
WIXALRSALREDPD
IRALRSALREDPD
IMNALRSALREDPD

IWHALRSALREDPD
1 1

LB o et

ILVGEMRDIJETI[MLALTAAETGHLVFGTLHT
ILVGEMRDIQETI[LALTAAETGHLVFGTLHT
ILVGEMRDIETIBJLALTAAETGHLVFGTLHT
ILVGEMRDWNETIBJLALTAAETGHLVFGTLHT
ILVGEWMRDEMETIFJLALTAAETGHLVFGTLHT

M

VLALLM R LTSt

ILVGEMRDIRET I
ILVGEMRDIRET I
ILVGEMRDIRETI
ILVGEMRDIRETI
ILVGEMRDIRETI
ILVGEMRDIRETI
ILVGEMRDIRET I
ILVGEMRDIRETI

LA TAAETGHLVFGTLHTRYSApN
LA TAAETGHLVFGTLHTL)
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT
LALTAAETGHLVFGTLHT

SARKT

NETE

Plstl 11 TR NNEETIE

—
D>
o —
= <—
pP— - |
Ne—
—_—

AUGGGRVAMHEIM

MNGGGR A@HEIM
C
MUGGGRVAGHEIM

.NKGGRVAAIEIM

. NK[eJe AW WAL
MUGGGRVAAHEIMI
WIGGGRVAAHEIMI
MYGGGRVAAHEIMI
MNGGGRVAAHEIMI
BIGGGRVAAHEIMI
MNGGGRVAAHEIMI

* 11 *ok |k ok k

EIM [¢ &

PAIRNLIRENKVAQMYSHIQTG
PAIRNLIREWDKVAQMYSIIQTG
IIPATRNLIREMKVAQMYSHIQTG
IIPATRNLIRENKVAQMYSE\IQTG
IIPATRNLIRENKVAQMYSE\IQTG

IPATRNLIRENKVAQMYSEIQTG
[ kokokkkok % *

234
236
240
236
236
236
236
236
236
236
236
236
236
236
236
236

314
316
320
316
316
315
315
315
315
315
315
315
315
315
315
315



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177 A1552VC RS01165 WP 000422572.1

1203
1307
1086
1116

1072022 ACI3L8 RS09675 WP 005425810.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1177
1203
1307
1086
1116

1072022 ACI3L8 RS09675 WP 005425810.1

1185
1176
1283
1259
1202
1194
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

A1552VC RS01165 WP 000422572.1

PSJM300 01605 AFN76401.1
DR RS10055 WP 010888596.1
NMV RS00245 WP 002218487.1
NGFG RS10615 WP 003690200.1

GTF74 RS11940 WP 000350195.1

A1552VC RS01160 WP 000350195.1

ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1
PSJM300 01600 AFN76400.1
PAKAF RS01995 WP 003084552.1
ACIAD RS04210 WP 011182164.1
ABD1 RS04380 WP 000355489.1
HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

0 v s

YEDJ

IRAIP E Vi

FpJAMY iV DDKIEQDA
sl = A

IR RENPA
INNL P TP
IRSIP Q TP
IRSIP Q TP
ISP QTP

QO OEEQ @

IRSIKHT)A
IRSIKH TP
ISEBNIA

K non conserved
B similar
B >50% conserved

ggx,gFF

LHSHADSANDLRLMLKTKRGD . DYGSG LSLQNVKI....DME...................
LLHMDSSNDLRLMIKLGSET.DGEHLTSVSQGLTL....EMSDDDPGRSFR..........

LER\IDPKEJARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDFGRGAAAPATPA

RRREQNSE SM S . o o e e e
RRRI AN SE SM S . o o e

HE A LN K S L. . o o oot e
HE A L NK S L. . o o oo e e e
KEKE KQPEN| . . . o oot e

REK I K I PEN . . . o oo e et e e
RAV A K S PE S, . . o o e e
RT A KQPE S| . . o oo e e
RTAKQPESIAL . . . oo e
RT AR KQPE S| . . o o o e e

368
381
418
347
347
346
345
345
344
344
344
344
344
345
345
345

Ny < < —~ <
BRBERrE e mgne, DOnSs T XunRu Vi s Al S s G F S a1

368
381
400
347
347
346
345
345
344
344
344
344
344
345
345
345



