
logo

MRPRVLL
MVEDSTATSLVAAI LYKRQSYLVKTDPELDP I

YDI FNHIVEGTGRDEAI EQFS I EGHRNREKPDQL I ILLDLKRLPDMS
TGEMDVLDYAWI

V
K
NEKNESPVDPTVPS IV I

V
F
I
A
M

NTDB id 1071965 ACI3L5 RS08580 WP 404972941.1 MRPRVLLVEDSTSLAILYKQYVKDEPYDIFHVETGREAIQFIEHNKPQLIILDLKLPDMSGEDVLDWINENEVPTSVIIA 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPIVFM 74
consensus *******!!!* !*! !!* !* * * !! *! !!!*!! ! * ! !!*!!!*!!!!*! !!! * ! ** ***
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NTDB id 1071965 ACI3L5 RS08580 WP 404972941.1 TAHGSVDLAVNLIQKGAEDFLEKPINADRLKTSVALHLKRA.KLENLVENIQSTFDRHNYHGFIGSSLPMQAVYKTIDAV 159
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDV.....DNKNQNYQGFIGSSQTMQAVYRTIDSA 149
consensus !!!!!*! !! * *!! !!! !!* !!!!* *! ****!*!! ! !***** *!!*!!!!!! *!!!!!*!!!

logo APSSTKSAS IVF ITVGESGTGKEVCAEAI
VHARAQSDKRGRDKPF IA INCAGAIPKRDL IMESE I

LFGHVKGAFTGAATTDERKQGAAETALADHGGTLF
NTDB id 1071965 ACI3L5 RS08580 WP 404972941.1 APTSASVFIVGESGTGKEVCAEAVHRQSDRRDKPFIAINCGAIPRDLMESEIFGHVKGAFTGATTDRKGAATLAHGGTLF 239
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLF 229
consensus !** !!*!! !!!!!!!!!!!!!*! ! ! !!!!!!!!!*!!!*!!*!!!*!!!!!!!!!!! !*! !!! !*!!!!!
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NTDB id 1071965 ACI3L5 RS08580 WP 404972941.1 LDELCEMELEMQKKLLRFLQTGTYTPLGGTKEMKVDVRIICATNRDPLKEVEEGRFREDLYYRVHVVPIDMPPLRERGSD 319
NTDB id 1157 A1552VC RS03895 WP 001888250.1 LDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDD 309
consensus !!!!!!!*!**! !!!!!*!!!!* **! *! !!!! *!!!!!!! !!! !!!!!!!!!!!**!*!***!!!! !! !
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NTDB id 1071965 ACI3L5 RS08580 WP 404972941.1 IVTLAKHFLLTYAKQDKKKFKHIGNDVQHVIKNYDWPGNVRQLQNIIRNIVVLNDEDKVTLPHLPVQLTRKPKKTPSVSP 399
NTDB id 1157 A1552VC RS03895 WP 001888250.1 VIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR... 386
consensus ** *! * ! ! * ! ! ** *! * **!*!!!!!!!!!!**!!*!!!!* *!!**!!**! * * * ***
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NTDB id 1071965 ACI3L5 RS08580 WP 404972941.1 ANAESVKETSFITEQTDSVQNEAFPTSEPASATYSFSDPENQPTISGAQRASVYFNSDGTIRPMWKVEREAIQNAIAYCD 479
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ......................ALPLA........................HENKVSVHEIFPLWMTEKQAIEQAIEACD 420
consensus **********************! ! ************************* ! * ! !*! !* !! *!! !!
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NTDB id 1071965 ACI3L5 RS08580 WP 404972941.1 GNVLNAAVMLELSPSTVYRKKQAWEADEANLKQS. 513
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus !!** !! !**!!!!*!!! ! ! *
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