
logo MHQQDEHNQPTFFFFDYETWGTVNSPAKDRPSQFAGVRTDEMDNFNI IGEKPLVI
MYCQRLPPANDYLPASPEAAL ITGITPQKAMNQSEQGLAPEP

NTDB id 1071936 ACI3L7 RS10845 WP 404969660.1 MHQDNQPTFFFFDYETWGTSPAKDRPSQFAGVRTDENFNIIGKPLVMYCRPPADYLPSPEAALITGITPQKAMQEGLPEP 80
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEP 80
consensus !*!**!!!!!!!!!!!!! !!!!!!!!!!!!!!! !!!!! !!!*!! *! !!!! !!!!!!!!!!!!!! !!*!!

logo EF IAKR IHAEELSKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF IDPYAWSWQHNGNSRWDLLDVLMRACHALRPEGI

VEWPENDDEGFT
NTDB id 1071936 ACI3L7 RS10845 WP 404969660.1 EFIAKIHEELSKPNTTSLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQNGNSRWDLLDVMRACHALRPEGVEWPENDEGFT 160
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EFIARIHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFT 160
consensus !!!!*!! !!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!*!!!!!!!!!!*!!!!!!*!!!

logo SFKLEHLSVANGI EHSNAHDAMADVIATI ELMAKKVKAAQPKLFDYFFSTMRHNKRKLNTEL IVDIVNMQTPLMHVSGMLGRECRHQY
NTDB id 1071936 ACI3L7 RS10845 WP 404969660.1 SFKLEHLSVANGIEHSNAHDAMADVIATIEMAKKVKAAQPKLFDYFFSMRNKRKLNELVDIVNMTPLMHVSGMLGRECQY 240
NTDB id 1141 GTF74 RS08270 WP 001183680.1 SFKLEHLSVANGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHY 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!*!!!! !!*!!!! !!!!!!!!!!!!!**!

logo TSWIVP I
VAWHPTNNQNAVITVI

VDLAGKDPQP I
LLELDSAEETLKQAERLYTKRRYDEDELAGPDEELLPVPVKLVHLNKCP I LAPAKTLTAENAEQ

NTDB id 1071936 ACI3L7 RS10845 WP 404969660.1 TSWIVPVAWHPTNNNAVITIDLAKDPQPILELSAEELKERLYTKRDELG.ELLPVPVKLVHLNKCPILAPAKTLTAENAE 319
NTDB id 1141 GTF74 RS08270 WP 001183680.1 TSWIVPIAWHPTNQNAVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQ 320
consensus !!!!!!*!!!!!!*!!!! *!!*!!!!!*!!! !! ! !!!!* **!*** !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

K
VIG IDREQKQCLASHNLANLVI

LRQHPE IREKL IVSTLVFS IQEREFENKQESDSDVDSTQLYADGFFSPADRAAMDE I IRETTADPENNLAGASLADI ERFVADDK
NTDB id 1071936 ACI3L7 RS10845 WP 404969660.1 VIGIDRQKCLSNLALLRQHPEIREKLISLFSIEREFEKSDDVDTQLYDGFFSPADRAAMDIIRETDPNNLAALDIEFDDK 399
NTDB id 1141 GTF74 RS08270 WP 001183680.1 KIGIDREQCLAHLNVIRQHPEIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADK 400
consensus !!!!! !! *! **!!!!!!!!!!***!! !!!! !!!*!!! !!!!!!!!!!!*!!! ! ! !!* ! ! !!

logo R I EKPLLFRYRARHYAPGHTLDTDEQTEQRRWAAQHCRDEVYFERSNQI
LEEGYMLNLENLVHEHEQASDEPKKI

MAI LKSVYHRYVEKSLACS
NTDB id 1071936 ACI3L7 RS10845 WP 404969660.1 RIKPLLFRYRARHYAGTLDEQEQRRWAQHCREVFESQIEEYMLNLENLVHEHESDEKKIAILKSVYRYVESLAS 473
NTDB id 1141 GTF74 RS08270 WP 001183680.1 RIEPLLFRYRARHYPHTLTDTEQRRWAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus !! !!!!!!!!!!!**!! * !!!!!! !!!* !! **! !!!!!!!!!!!! !*!!*!!!!!!!*!!! !!*

X non conserved

X similar

X ≥ 50% conserved


