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KKT K VLL L ES A

SROCATPYRELL IRHIVAR CLLFATLRKE b VR bLepar o nlEermTian o e
NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKK] LFS ...................................
NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKK )
NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKK] L S . it e e e e e e e e e e e e e e e e
NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKK] L S . it e e e e e e e e e e e e e
ACIAD RS13855 WP 004924483.1 ... ... MSIRHF........ FTFFWATLLTED. . ... .. SMQIVFIMQGFDQQYDAWKTQQKAHDTRLNSSASHHS
HON27 RS14740 WP 005124713.1 oo, MQY........ SMRFWKNKYF GVISPSVCHQSFDQNFQEWKAKQQMYDQKLNITKSSHS
ABDM36 RS04765 WP 001166105.1

A1552VC RS08580 WP 001166105.1
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NGFG RS10560 WP 003703428.1 APAPKGPAKPVLPAVKK 131
NGFG RS09375 WP 003703428.1 APAPKGPAKPVLPAVKK 131
NGFG RS07215 WP 003703428.1 APAPKGPAKPVLPAVKK 131
NGFG RS06525 WP 003703428.1 APAPKGPAKPVLPAVKK 131
ACIAD RS13855 WP 004924483.1 .......... ... 128
HON27 RS14740 WP 005124713.1 ......... .. ...... 136
ABDM36 RS04765 WP 001166105.1 ................. 103
A1552VC RS08580 WP 001166105.1  ................. 103
VP RS04495 WP 021449594.1 ... ..., 94
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