
logo

MPQPCTNTRSCPCPLTCQYNAMVTVSPS I S I F IHSANWQDEAHYPDSWLAMLTSHW
Q
L
W
R
Q
K
N
T
I
T
M
A
H
P
R
L
VLGSTPSEQCHGLCRLFAPLIDPTHNRSQT

NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNS. 79
NTDB id 1071876 ACI3L9 RS09340 WP 077201184.1 ..................................................MLSHQWQNIMHRVLGSQCGLCRFPIPHRQT 30
NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 ..PFGVCSACQAWLEHGYRCARCGLPTLT....PVDQCGQCLGQPPPWRKLMCVGDYRFPLSDAVHQLKYQRQFWQAPRL 153
NTDB id 1071876 ACI3L9 RS09340 WP 077201184.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEKESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHVGAL 110
NTDB id 1398 DSB67 RS00645 WP 029388870.1 PNLMRWCDSCFDHLTPIERCMRCGLKMTEEESQAATECGECLKEPPPWRRLYTLGDYDFPLSQQVQRFKDHGEVWHVGAL 110
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NTDB id 1154 A1552VC RS20525 WP 001884047.1 AKLLATQINEPAPLLCSVPLHWRRRWQRGFNQSDLLARELANMLNVEYDHQLFARRRATPHQQGLSKAQRIHNLRDAFVL 233
NTDB id 1071876 ACI3L9 RS09340 WP 077201184.1 TQLLAERVEQPAPVITSVPVHWQRFLKRGFNQSHILAKHLSHHLDVRYENKVFKRVKSVQSQRGNKKASREQNLQGAFAL 190
NTDB id 1398 DSB67 RS00645 WP 029388870.1 TQLLAERVEQPAPVITSVPVHWQRLLKRGFNQSHILAKHLAHHLDVRYENKVFKRVKNVQSQRGNKKASREQNLQGAFAL 190
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VRHQLCDHLLLDEVGVQES IDIYC ICRTPEAPKGDSSLHG
NTDB id 1154 A1552VC RS20525 WP 001884047.1 NHPPNQPHVAIVDDVVTTGSTIRHLCDLLLDVGVQSIDIYCICRTPEPKDSHG 286
NTDB id 1071876 ACI3L9 RS09340 WP 077201184.1 QGEVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
NTDB id 1398 DSB67 RS00645 WP 029388870.1 RGEVDFSHVAIVDDVVTTGSTVRQLCHLLLEVGVESIDIYCICRTPAPGSL.. 241
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