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NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 MPRGRMGGRHGMSTEKAKDFKGTMKKLMGYLTQYKIGLLLVVIFAIGSTIFNIAGPKILGKATTELFHGLISKVSGGSGI 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...............MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA......GKI 59
consensus *************** ! * * *!! !! ! !!! ! !* * !! ! ! * *!! ****** !
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NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 DFDKIAKILIGLMCLYVCSALFSFIQGYIMTGVSQKLTYRMRKEISEKIDRLPMGYFDKMTHGEILSRITNDVDTLSQSL 160
NTDB id 370 SMU RS04260 WP 002263294.1 DLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSF 139
consensus ! !!!* ! * ! *!! * !! !* *!** * !! * !*! ! *!! **!* !!! ***!* !!!*!!!!! **!!
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NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 NQSATQVITSVATIIGVLVMMLSISPLMTVIAILILPLSMGLIGMIVKRSQRYFKEQQEYLGYVNGQVEEVYGGHNIVKA 240
NTDB id 370 SMU RS04260 WP 002263294.1 NQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSS 219
consensus !!! ** * *!! * !!* * * !!! ** ! *!* *!!* !! !! !* ! ! !!!!! !!!*!
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NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 FNKEDDVIDEFDRDNDRLYRSAWKSQFLSGMMMPIMQFVGNLGYVAVVILGGYLAIKKTIEVGDIQSFIQYVRNFTQPIQ 320
NTDB id 370 SMU RS04260 WP 002263294.1 YNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIA 299
consensus *! !* !! !* ! !!!!! !!*!!!*!!!*!! !!! !*!*!* *!! ! *! ! !* !!! !!!!!
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VAQGVAINTMQLQSATANAAMSEGRVFEFLDEEEPEEI EADAENPEHKNPVKVQVLEKKNPVEGANVENFDEHNVFHFGYNSPDEHKTI IHDFSAVHKAVEKAPGQKIA IVGPT

NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 QVAQVANMLQSTAAASERVFEFLEEPEEEAAPENPVVLKNPEGAVEFEHVHFGYNPEHTIIHDFSVKVEPGQKIAIVGPT 400
NTDB id 370 SMU RS04260 WP 002263294.1 QIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPT 379
consensus !*!! !!! !! !!!!!!*!*! ! ** * ! *!! ! !**!*!!! !**!!!!!!! * *!!!!!!!!!!
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NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 GAGKTTMVKLLMRFYDVSGGSIKVDGHDIREFDRGELRRMFGMVLQDTWLFKGSIEDNIRYGKLDATHEDVVKAADAAYA 480
NTDB id 370 SMU RS04260 WP 002263294.1 GAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGV 459
consensus !!!!!!*! !!!!!!*! ! ! *!!* !** ! !** !*!!!!!!!!! !** *!* ! * !*! !* !! !
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NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 HRFIQTLPGGYGMELNEEASNVSQGQKQLLTIARAILADPKILILDEATSSVDTRTEVRIQKAMDNLMKGRTSFIIAHRL 560
NTDB id 370 SMU RS04260 WP 002263294.1 HHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRL 538
consensus !*!! !!! !! ! ** *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!*!!!*!! !!!!!*!!!!!



logo STIRDNADL I LVMKRDEGDNI IVEMQGRSHDEEQLLMAEKNGFYADLYNSQFETEQETAVA
NTDB id 1071783 ACIRUN RS11775 WP 005335481.1 STIRDADLILVMKEGDIVEMGRHEELLAKNGFYADLYNSQFEQTA. 605
NTDB id 370 SMU RS04260 WP 002263294.1 STIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
consensus !!!! !!!!!!!**! !*! ! !* !*! !!!!!!!!!!!! *
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