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NTDB id 1071379 ACHZES RS06385 WP 395548740.1 MSEQRTNRKPMAGGPMGQGAVEKPKDFKKTWGKLIAYCKNYMPAVIAALVMAAIGTVLQIIGPDKLKDMTNEIMKGLPSL 80
NTDB id 370 SMU RS04260 WP 002263294.1 ......................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLA.. 56
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NTDB id 1071379 ACHZES RS06385 WP 395548740.1 INGVPVAGAIDFGIVKSIALLLVALYTGSALLNFIQSFMMATVTQKISKNMRTGISQKINKLPLKYFDRVSYGDILSRVT 160
NTDB id 370 SMU RS04260 WP 002263294.1 .......GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVT 129
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NTDB id 1071379 ACHZES RS06385 WP 395548740.1 NDVDTIGQTMNQSIGNLVTSVTMLVGTAIMMFYNNWIMALTAVGSSILGFVIMGVIMSKSQKYFVQQQEDLGVANGHIEE 240
NTDB id 370 SMU RS04260 WP 002263294.1 NDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEE 209
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NTDB id 1071379 ACHZES RS06385 WP 395548740.1 VYSGHNVVKAYNGGKEARCFFENVNESLYNSGWKSQFMSGLMMPLMTFIGNFGYVAVCVVGAALAMNGTISFGVIVAFML 320
NTDB id 370 SMU RS04260 WP 002263294.1 VYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMT 289
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NTDB id 1071379 ACHZES RS06385 WP 395548740.1 YIRLFTQPLSQIAQAFQNLQRTAAASERVFEFFDEEELSDESQKVKKLTNVKGDVEFRHVKFGYTQEKTIINDFSTQIKA 400
NTDB id 370 SMU RS04260 WP 002263294.1 YVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKA 369
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NTDB id 1071379 ACHZES RS06385 WP 395548740.1 GQKIAIVGPTGAGKTTMVNLLMRFYELDGGEILLDGIPISQVPRENVHEQFCMVLQDTWLFEGTIKENIIYSKPGVTDEQ 480
NTDB id 370 SMU RS04260 WP 002263294.1 GQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQ 449
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NTDB id 1071379 ACHZES RS06385 WP 395548740.1 VVAACKAVGLHHFIRTLPQGYDTLLNDRASLSQGQKQLVTIARAMIQNAPMLILDEATSSVDTRTEILIQEAMDKLTVGR 560
NTDB id 370 SMU RS04260 WP 002263294.1 VIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGR 529
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logo TSFVIAHRLSTIKRNADL I LVMKRDGDNI I EQSGNSHDKEQLLMAEEKGNGFYADELYNSQFETEPAEAVA
NTDB id 1071379 ACHZES RS06385 WP 395548740.1 TSFVIAHRLSTIKNADLILVMKDGDIIESGNHKELLEKGGFYAELYNSQFEPAA. 614
NTDB id 370 SMU RS04260 WP 002263294.1 TSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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