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NTDB id 600 KWw2 RS01765 WP 011675413.1 I EIYGPESSGKTT IDIGIL,IL, 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT A[NERQKIAGGINNAF IDAEHALDPIA\Y ALWALGVN DELL 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANBQKIAGGINNAF IDAEHALDPI\YARWALGVN DELL 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARFNQKDIGGIWNAF IDAEHALDPEYY ALBWALGVN DELL 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPENYY ALWALGVN DELL 153
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRUQKNGGIWNA TIDAERJA DPISYAWWNLGVN D LL 140
NTDB id 1071346 GGGNBK RS07920 WP 149580219.1 EIYGPESSGKTT AIYQEVAGGIWNAF IDAEHALDPWUY AJASLGVN DELL GEQALETIpR 138
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQRINGGRENAF IDAEHALDPWUYARISLGVN ELL GEQALETpR 138
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ARFNQKEAGGINMAF IDAEHALDPWUY ARSNLGVNISNDELL SQPDNGEQALETIJ 152
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AINYQKINGG\YMAF IDAEHALDRUY ARSYLGVNID Lfj SQPDIJGEQALEINY 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AINMQKNGGUAMAF IDAEHALD Y AJQALGV ¥y RLL SQPD GEQALEI}M 141
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AIMEOKINGGUASAF IDAEHALDUIY AJQHLGV &LL SQPD GEQALEI)® 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIFNQKNYGGIWNAF IDAEHAJD|USSY AIRSL.G N EL © SQPDIYGEQALEIfN 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANAQK(NFYNEAF IDAEHALDP|YY AL GVNIDELL SQPDRGEQALEIfe 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIDPUYABRISLGVI]Y ELM SQPD GEQALEI[® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VGAF DAEHARDPWUYAIBNLGVIY ELM SQPD GEQALEI 140
NTDB id 1123 O0K783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIJDPUYABISLGV]S EL) SQPD GEQALEI[S 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIMYYADIALGVIS [§ LL SQPD GEQALEIMN 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT ISNSAF TDAEHALDP|YYAJSMLGVN DELL SQPD GEQALEI[® 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT YNSAFTDAEHALDP|YYAJSMLGVN DELL SQPD GEQALEI[® 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INMAFIDAEHALDPNYASLGV  DNLL SQPDBIGEQALEIRA 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV  DRNLL SQPDRIGEQALEIfA 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALETIpN 139
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NTDB id 600 KWw2 RS01765 WP 011675413.1 G MGDSEVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHMGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHMGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP GDHMGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP GDHMGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP GDMGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDHMGDSHVGLQAR . 232
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR . 219
NTDB id 1071346 GGGNBK RS07920 WP 149580219.1 G MGDSH GLQAR . 217
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIHIGLQAR . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALINPKAEI GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVPKAEI GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVPKAEI MGD [WEGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALWPKAETI MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALWPKAET MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALWPKAET MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALIPKAEI MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVPKAETI MGD HVGLQAR . 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS.GDNKTQ KVVKNKVAPPF IM GEGISEMGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMIGNTQIKGTG.DQKETN KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 GNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 GNTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 HGNTQIKGTG.EQK KVVKNKVAPPF IfNYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG.DQK KVVKNKVAPPF IMYGEGIS K 311
NTDB id 625 LCA RS02525 WP 011374196.1 RAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1071346 GGGNBK RS07920 WP 149580219.1 IMBGEATIKQGN. . . .. VVKNKVAPPF IMYGEGIS D 292
NTDB id 115 BSU 16940 NP 389576.2 IMBAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 292
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KPVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF DY 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH MKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH BMKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 BRITGS. ...I.KKGEEV KV KNKVAPPF D 294
NTDB id 1123 O0K783 RS03845 WP 003688695.1 R .. I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 R .. I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 R .. I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R . .V.KEG KVVKNK APPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R .V.KEG KVVKNKVAPPF D 293
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NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
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NTDB id 625 LCA RS02525 WP 011374196.1 R 355
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NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 - 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 OK783 RS03845 WP 003688695.1 C 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 C 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 e 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
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