
logo MNKTLKRQVFRHTALYAAI LMFSHTGGGGAMAQTHKYAI IMNERKNQLPEVKGWDNGQYQSKSQTI
L
K
R
D
EKDGRERKF IYNTKNDQKRGYGWSGQ

NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERKQPEVKWDGQYQKSQLREKDGERKFIYTNQKYWSGQ 80
NTDB id 1090 CAA90909.1 1..3114( ) MNKTLKRQVFRHTALYAAILMFSHTGGGGAMAQTHKYAIIMNERNQLEVKGNGQYS..TIKDKDRERKFIYNKDRGG... 75
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!! !!! ** ***!! !!!!!! * ***

logo

QG
S
G
N
F
S
I
V
F
SFDNTDTLVSQRQRSGTAVFGTATYLPPYGKVSGFDATADEGLNQKRGNNAVDNWIHTTQRAGLAGYAYTDGI

V
I
RCGRHSANRDQCPKQLTV

NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 QSNFISFDNTDTLVSRQSGTAVFGTATYLPPYGKVSGFDTAELNKRGNAVNWIHTTRAGLAGYAYTGIRCGHARDCPKLT 160
NTDB id 1090 CAA90909.1 1..3114( ) .GGSVFFDNTDTLVSQQRGTAVFGTATYLPPYGKVSGFDADGLQKRNNAVDWIHTTQAGLAGYAYTDVICRS.NQCPQLV 153
consensus * * !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!! !*!! !!! !!!!! !!!!!!!!! * ! ** !! !

logo YEKTKRFSFDGNI
P
D
GLAKNTAGGGLSLDRHPTDEPSRENSP IYKLKDHPWLGVSFNLGASEGNTAVKDGKRSFSNSKRL I SSFNSEGTNNSNNQNTI

LVSYTT
NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 YKTRFSFDNPDLAKTGGGLLDRHTEPSRENSPIYKLKDHPWLGVSFNLGAEGTAKDGRSSSRLISSFNETNSNNNLVYTT 240
NTDB id 1090 CAA90909.1 1..3114( ) YETKFSFDGIGLAKNA.GSLDRHPDPSRENSPIYKLKDHPWLGVSFNLGSENTVKDGKSFNKLISSFSEGNNNQTIVSTT 232
consensus ! !*!!!! * !!! **! !!!!**!!!!!!!!!!!!!!!!!!!!!!!! ! ! !!!*! *!!!!! ! ! !* *! !!

logo

E
RGHRDS I SLGSDNWKQRSEHSTAMVAYYLNAKLHLLDKKGKI EKDIATQGKTVDQLGTVLKRPRS IVDEAVKTTVQRNRTGFAGEGLWLNFWASKTWDKI EKDKNGNQIPTV

NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 EGRDISLGNWQSESTAVAYYLNAKLHLLDKKKIKDIT.GKTVQLGVLKPSIDVKTQNTGFAGWLNFWSKWDIKDNGQIPV 319
NTDB id 1090 CAA90909.1 1..3114( ) RGHSISLSDWKREHTAMAYYLNAKLHLLDKKGIEDIAQGKTVDLGTLRPRVEATVRR...GELLNFWATWKIEDKGNITV 309
consensus !* !!! ! !*!!*!!!!!!!!!!!!!! ! !! *!!!! !! !*! ** **** !!!! ! ! ! !*!*!

logo

K
RLGLPEVKAGRCTVNAKAHNPNLPKNAKAPLPSPALTAPALWFGPVKQDNGKAVEQMYSASVSTYPDGSSSSR I FYLQENLKRTKQTDPAGKRPGRHS

NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 KLGLPEVKAGRCTNAAHPNLKAKPLSPALTAPALWFGPVQNGKVQMYSASVSTYPGSSSSRIFLQELKTQTDPARPGRHS 399
NTDB id 1090 CAA90909.1 1..3114( ) RLGLPEVKAGRCVNKANPNPNAKAPSPALTAPALWFGPVKDGKAEMYSASVSTYPDSSSSRIYLQNLKRKTDPGKPGRHS 389
consensus *!!!!!!!!!!! ! !*!!* !!**!!!!!!!!!!!!!! !! !!!!!!!!!! !!!!!!*!! !! !!!**!!!!!

logo LAEATLNTAENRDIKSREPNFNTGSRQTI
V IRLNPGGVRYEKIKNLPDGKRNGNGTERVAVGNFNGDNDGKNNDTFGIVYKDLRGLVETPDETVDSEWKSKNI

VLLPWTAVRGY
NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 LAALNARDIKSREPNFNSRQTVIRLPGGVYKINPGKNGGRVAGFNGDDGKNDTFGIYKDRLVTPEVDEWSNILLPWTARY 479
NTDB id 1090 CAA90909.1 1..3114( ) LETLTENDIKSREPNFTGRQTIIRLNGGVREIKLDRNNTEVVNFNGNDGNNDTFGIVKDLGVEPDTSEWKKVLLPWTVRG 469
consensus ! ! !!!!!!!!! !!!*!!!*!!! ! * *! ! !!! !! !!!!!! !! ! !* !! *!!!!! !

logo

F
Y
A
G
D
NDDNI

KFKATFNKQEPENNSKTNQDNGNKKPKQYSQKYR I
SRTKEDDNNDKGKEPRDNLGDIVNSP IVAVGEGYLATASANDGMVHI

LFKQRNSGGTDKQRGSY
NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 YGNDDIFKTFNQPNSKTQNGKKQYSQKYRIRTKEDDNDKPRDLGDIVNSPIVAVGGYLATAANDGMVHLFKRNGTDQRGY 559
NTDB id 1090 CAA90909.1 1..3114( ) FADDNKFKAFNKEEN..NDNKPKYSQKYRSR...DNNKGERNLGDIVNSPIVAVGEYLATSANDGMVHIFKQSGGDKRSY 544
consensus ** ! !! !! * *** !* !!!!!! !***! ! *! !!!!!!!!!!!!! !!!! !!!!!!!*!! ! ! ! !



logo

E
NLKLSYIPGTMEPRKDI EQNQTDESTLAKDELVRTFAEKQGYVGDRYGVDGGFVLRKR I

V
D
T
D
N
DL
Q
D
N
G
KQKNHRFVFMFGAMGFLGGRGAYALDLT

NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 ELKLSYIPGTMERKDIENQDSTLAKELRTFAEQGYVGDRYGVDGGFVLRRITDDQDKQKHFFMFGAMGLGGRGAYALDLT 639
NTDB id 1090 CAA90909.1 1..3114( ) NLKLSYIPGTMPRKDIQNTESTLAKDVRTFAEKGYVGDRYGVDGGFVLRKVDN.LNGQNRVFMFGAMGFGGRGAYALDLT 623
consensus !!!!!!!!!!*!!!! ! *!!!!!**!!!!! !!!!!!!!!!!!!!!!** * ! * !!!!!!! !!!!!!!!!!!

logo KAIDGSDNPTVAGVSLMFDVKQDNDNGKNNNNNKNDGNSNRVEKLGYTVGTPQIGKI
T
H
R
D
NGKYAAFLASGYAATKDE IAITSGQDENKTALYVYDLEKDG

NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 KID.SNPVGVSMFDVQNDKNNNNNKNDSNRVKLGYTVGTPQIGKIRNGKYAAFLASGYAAKDIA.SQENKTALYVYDLKD 717
NTDB id 1090 CAA90909.1 1..3114( ) KADGSDPTAVSLFDVKDNGN.....NGNNRVELGYTVGTPQIGKTHDGKYAAFLASGYATKEIITSGDNKTALYVYDLEG 698
consensus ! !*! ! *!!*!!! !*****! !!! !!!!!!!!!!!! * !!!!!!!!!!!! !*! *! *!!!!!!!!!!

logo

N
T
G
L
TG
N
N
T
L
P IKTKI EVNPDGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSNSQSDPQSKQWSVRSTI FEGGTKP ITSAPAI

VSQRLAK
NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 TL.GTPITKIEVNDGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSNSDPSKWSVSTIFEGGKPITSAPAVSRLA 796
NTDB id 1090 CAA90909.1 1..3114( ) NGTNNLIKKIEVPGGKGGLSSPTLVDKDLDGTVDIAYAGDRGGNMYRFDLSSQDPQQWSVRTIFEGTKPITSAPAISQLK 778
consensus * *! !!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!! !!!!! !!!!!!!!*! !

logo DKRVVI FGTGSDLSEEDVDVGNMTENEPQYIYGI FDDDKTAPTTVGNTVKVNVFTNSDGSTGGGLLEQVLRSERDENDNKTLFLTDNYKKRSDGSGNSKGWV
NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 DKRVVIFGTGSDLSEEDVVGTNPQYIYGIFDDDKPTVNVKVTNGTGGGLLEQVLSEEN..KTLFL..NKKSDGSGSKGWV 872
NTDB id 1090 CAA90909.1 1..3114( ) DKRVVIFGTGSDLSEEDVDNMEEQYIYGIFDDDTATTGTVNFSDSGGGLLEQVLRRDNDNKTLFLTDYKRSDGSGNKGWV 858
consensus !!!!!!!!!!!!!!!!!! *!!!!!!!!!! *! *!!!!!!!!! *!**!!!!!** !*!!!!! !!!!

logo VKLKDEGQRVTVKPTVVLRTAFVTIHRKSYTGNTDKCGAEQTAI LG INTADGGAKLTKPKRSARP IVPDEANNTAQVAQYSGHKQKGMTNGKS
NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 VKLKEGQRVTVKPTVVLRTAFVTIRSYTGNDKCGAQTAILGINTADGGALTPRSARPIVPDN..QVAQYSGHQK.MNGKS 949
NTDB id 1090 CAA90909.1 1..3114( ) VKLKDGQRVTVKPTVVLRTAFVTIHKYTGTDKCGAETAILGINTADGGKLTKKSARPIVPEANTAVAQYSGHKKGTNGKS 938
consensus !!!!*!!!!!!!!!!!!!!!!!!!* !!! !!!!! !!!!!!!!!!!! !!**!!!!!!!* ** !!!!!!! !* !!!!

logo I P IGCMQWKNSGNEKI
TVCPNGYVYDKPVNVRYLDEKKTDDGFPSTVTADGDAGGSGI

T
D
F
K
P
A
EGKKRPSAGKRNNRCFSGQKGVRTLLMNDLDSL

NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 IPIGCMWKNGKTVCPNGYVYDKPVNVRYLDEKKTDDFPVTADGDAGGSGTFKEGKKPARNNRCFSGKGVRTLLMNDLDSL 1029
NTDB id 1090 CAA90909.1 1..3114( ) IPIGCMQKSNEIVCPNGYVYDKPVNVRYLDEKKTDGFSTTADGDAGGSGIDPAGKRSGKNNRCFSQKGVRTLLMNDLDSL 1018
consensus !!!!!! ! !!!!!!!!!!!!!!!!!!!!!!! !* !!!!!!!!!! * !!****!!!!!! !!!!!!!!!!!!!!

<0

logo DITGPMTCGI
MKR I

LSWREVFFYO
NTDB id 1070854 ACIVJH RS03440 WP 404376554.1 DITGPMCGIKRLSWREVFF. 1048
NTDB id 1090 CAA90909.1 1..3114( ) DITGPTCGMKRISWREVFY* 1037
consensus !!!!! !!*!!*!!!!!!*
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