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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 MKIGMFALGLGLLSLRLLPALPPTGWLLAIWVIA......LMLLP...FRT....YPVAFFLFGLGWACLSAQWALDDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVG......LLLLP...FRW....RPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 KPALDGQTRWVEGRVTGLPQQTSTGVRFELTDSR.SRTARLPKRIRVSWHG....................GPPVKSGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGER 126
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NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 WRLAITLRRPAGLLNFHGFDHEAWLLAQRIGATGSVKDGQRLTPA..............RNAWRDAVRQHLAAVDAQGR. 191
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 LAFAAALGYGLLAGFGVPVQRACVMVGLVLLWRLRFRHLGIWWPLLLALDAVLVLEPLASLQPGFWLSFAAVAVLVLAFS 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PE 478
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 GR.......L.......GPWSLWHAWTRPQWLIAIGLFPLLLVLGLPVSLSAPVANLFAVPWISLVVLPLALLGTALLAI 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 PVPFGQVDVVQLDVGQGQALILRTRHHTLLYDAGPRSGEF.DLGARVVLPALKKLGVDTLDLLVISHAHADHAGGAPAVA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 QGLAVQRVIGGETQG.......LPALLDTQPCVSGEQWEWDGVAFELWQWP......GATSSNPKSCVLGVKANGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 TGDIDRAAERAFLAS..PLAVRTDWLQAPHHGSRSSSSWPLLEQLVPKSVLISRGRGNAFGHPHPQVLARYQASGSRVYD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDG..GMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1070637 ABWL43 RS17070 WP 404483236.1 SAEQGAVRVQLGA..FEPPEVARSQRRFWREALP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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