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NTDB id 613 LCA RS05340 WP 231952379.1 MMWQDYWQRYRRFWWVPCLVLLGIIAGGFYWHQSQQKQKVTQN.EQLLATSAS......KTKPATKKTHQAATKKKGGFV 73
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..MESIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPHTPVKETNLQAEVVAISKDSSTE..KDVKKEEKEEPVEQDLITV 76
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVVAVSKDSVSE..KEVKKEEKEEPLEQDLITV 76
NTDB id 153 SP RS04730 WP 000387344.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDSSTE..KEVKKEEKEEPLEQDLITV 76
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSE..KEVNKEEKEEPLEQDLITV 76
NTDB id 222 SPD RS04535 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSE..KEVNKEEKEEPLEQDLITV 76
NTDB id 188 SPR RS04295 WP 000387330.1 ..MEAIIEKIKEYKIIVICTGLGLLVGGFFLLKPAPQTPVKETNLQAEVAAVSKDLVSE..KEVNKEEKEEPLEQDLITV 76
NTDB id 1070507 ACIQTD RS09490 WP 270249663.1 ..MDKILEKVKEYWKMIVLIVCGLIAGGIFYVLTNGQKPTTNLSVENL.SSVSRQSSVSRQSSVSKFSEPNEKSVSKIMV 77
NTDB id 595 KW2 RS08725 WP 021037687.1 ..MEKILDKLKEYWKIMLLVVCALIAGGIFYIFTNSPKPAETLSVENL.SSSSTKSSVSKFNS.....SSSEKNKNEIMV 72
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NTDB id 613 LCA RS05340 WP 231952379.1 DIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQELIQAPQQIATTSERT 153
NTDB id 521 SMSK321 RS04960 WP 000443804.1 DVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQHTGS............ 143
NTDB id 493 SM12261 RS04300 WP 000387351.1 DVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQAGP............ 143
NTDB id 153 SP RS04730 WP 000387344.1 DVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGS............ 143
NTDB id 263 KZH43 RS04195 WP 000387330.1 DVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL............ 143
NTDB id 222 SPD RS04535 WP 000387330.1 DVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL............ 143
NTDB id 188 SPR RS04295 WP 000387330.1 DVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQTGL............ 143
NTDB id 1070507 ACIQTD RS09490 WP 270249663.1 DLKGAVTKPNVYQISPD.ERLVDLIKEAGGFTDQADQKSINLSAKLKDEEVIYVPKIGEKSSTENTDS............ 144
NTDB id 595 KW2 RS08725 WP 021037687.1 DLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSESTDS............ 139
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NTDB id 613 LCA RS05340 WP 231952379.1 QEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVGGIGPKTFEQLQSQIC 233
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...GAPSS......TSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVT 214
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...GTASS......TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGAKTIEKLKDYVT 214
NTDB id 153 SP RS04730 WP 000387344.1 ...GTASS......TSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...GTASS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
NTDB id 222 SPD RS04535 WP 000387330.1 ...GTASS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
NTDB id 188 SPR RS04295 WP 000387330.1 ...GTASS......ISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVSGIGGKTIEKLKDYVT 214
NTDB id 1070507 ACIQTD RS09490 WP 270249663.1 ...SANSVTS.QV.STTTEKININQADLTELQKLTGVGQKKAQDIIDFRTKNGDFKSLEDLGKVSGFGDKTLEKLKDELC 219
NTDB id 595 KW2 RS08725 WP 021037687.1 ...PTGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKVSGFGDKTLEKLKDEIS 216
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NTDB id 613 LCA RS05340 WP 231952379.1 VN 235
NTDB id 521 SMSK321 RS04960 WP 000443804.1 VD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 VD 216
NTDB id 153 SP RS04730 WP 000387344.1 VD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 VD 216
NTDB id 222 SPD RS04535 WP 000387330.1 VD 216
NTDB id 188 SPR RS04295 WP 000387330.1 VD 216
NTDB id 1070507 ACIQTD RS09490 WP 270249663.1 FE 221
NTDB id 595 KW2 RS08725 WP 021037687.1 ID 218
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