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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1
NTDB id 1169 A1552VC RS11075 WP 000648511.1 API G
NTDB id 1112 NGFG RS09215 WP 003689811.1 A GIJAIY « FINQH PIRGDI FAAGVPLVDWL STAGAJN
NTDB id 1113 AAA85695.1 219..1451( ) FRLKL IRGDI FAAGVPLVDWL STAGAIN
NTDB id 1070400 ACINK7 RS19010 WP 404357731.1 TNYFHKRP NHF DR P GIMILIYK IARFSRTL AAGVPLV AL SNAGA[¢
NTDB id 1252 GC085 RS07730 WP 011213805.1 FYAIN SILEIJA QT P GIYILIMKAINIARF RTL l FAAG PLV ALIS AGA GN
NTDB id 1198 PSJM300 03950 AFN76868.1 - AIY DK QAHTIESIE NWE|DJAN P GDILMK § ARF RTL T FAAGVPLVDAL S|AGA GN
NTDB id 1059 ABD1 RS01610 WP 000279215.1 A GAI LEAIKK PIGD MKANIAR SRTLAT FAAGVPL DAL STAGA NN
NTDB id 1016 ACIAD RS01680 WP 004920476.1 /| GAATIN FIRNN: IR S| PI GD MKAMIAR SRTLAT FAAGVPL DALJNSTAGA NNgy YE
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NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1 SMHCHEMRIZE L\ QMVIGEESG
NTDB id 1169 A1552VC RS11075 WP 000648511.1 NRINTINAFPIAIMV QMVRNIIGEESG]
NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )
NTDB id 1070400 ACINK7 RS19010 WP 404357731.1
NTDB id 1252 GC085 RS07730 WP 011213805.1
NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1402 DSB67 RS12670 WP 010643257.1 VGGLVENAMYLPIF LEISV .. 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 VGGLVVAMYLPIF LEISV .. 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 GHL VAMYLP F LGIYVV [P 410
NTDB id 1113 AAA85695.1 219..1451( ) GUL VAMYLP F LGIYVV . 410
NTDB id 1070400 ACINK7 RS19010 WP 404357731.1 |RA¢eIN VAMYLPIF G V . 406
NTDB id 1252 GC085 RS07730 WP 011213805.1 LVGGLVVAMYLPIFMLGS e 406
NTDB id 1198 PSJM300 03950 AFN76868.1 LVGGL AMYLPIF GSVV. 405
NTDB id 1059 ABD1 RS01610 WP 000279215.1 LVGGLV AMYLPIF GSVV. 408
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LVGGLV AMYLPIF GSVVs 408
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