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NRSTEHLVAEELEKLYTWDLTKTI FATDNADEFWETVAEFYAEQSTVAVKQADALEKDKAFESAQYAKGHTLGLDNSAKQANFLLAGALTETALMYLMESLDMRQRLEKVI

VYVYA
NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 MSEVTRLPKRSEVALELTWDLTKIFATNAEFEVAFAQVAKAAEDFEQYKGTLGNSAQAFLAALTAMLELDRQLEVVYVYA 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYA 75
consensus ***** * !*** !!!!! !!!! !**! * ! !*! !! !*! * ! ! !! *!!!!

logo SMKNDEQDTATNVAGKLYQAELYMQAKRAVQSKNLLYASDQLVSAEAKFLAW
YFERPEFLLMALADDPEKKLAESFYKYEQDQEPGKLGNALYDKHTLYFIDEDRLWLTARLNKRADHVLSEQEKAEEAE

NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 SMKNDEDTANAKYQALMARVQKLLADVSAKLAWFRPELLALAPEKLASYYQDEPKLNAYKTLIDDWTRLRAHVLSEKEEA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEE 155
consensus !!!!! !! * !! !* ! *! !*! !! *!! * !!! * !! ! ! * * * !!!! !

logo LLAAGAGSDI FLGNAGPSATDNTVFENVLDNNADI
L
K
LFPVWVSTDEGQTGDSKVVELSTHNGNVFYGIKTLLMESKTADRDP I

VRKREGAFYEAQLMYAGTVYEKQFQRHTFYAAQTLQSAG
NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 LLAGASDILGASANVFEVLNNADLKFPVVTDETGSKVELSNGVYGKLLESTARPVRREAFEQLYAVYKQFRHTFAATLSA 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQG 235
consensus !!!*! !! ** ! !! !!!* !! !*! ! !!!**! * !*!! !**!* !*! *!* ! !! !!*! !! *
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VVKRKVHNFYQSAKLVRHNYNQSAKREHAASLAAQNDF IPEVASVYDSTLLVEKSTVNEKHNLGPLLHERYLVADLRKDKI

VLGLVDELHKMYDMVYTPLSTEGETEPTLTATFLT
NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 HVRKHNFSAKLRNYQSAKEASLAQNDIPVAVYDTLVKTVNENLGLLHEYVALRKDILGVDELHMYDMYTPLTGEPTLTFT 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.TALT 314
consensus *!* !!* !!*!*!*!!**! !! ! !! !!!*!* *!! *!*!!! !* !!! *!!*!!!*!!!*!!!!* ** !

logo YEKEQASKLKKMATELEAVLAS IVFLGEEYLSAKGYVEHAKAFDTERWIDVHVAPNAKGKRSGAYSGGAYDTANAPFYI
MLLNWQDTLDNLFTLVHEMTGHSTLMHS

NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 YKQAKKMTLEALSVLGEEYLAYVEKAFDERWIDVVANAGKRSGAYSGGAYDTAPYILLNWQDTLDNLFTLVHEMGHTMHS 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHS 394
consensus ! ! ! ! * !!!! !* !! !!!!!!**! !!!!!!!!!!!!!! ***!!!!!!!!!!!!!!!!! !!**!!
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LLTEQTYLLEKETQVKTDDPKTVRAFAYI
VLNHYLDGFKGTVFYRQTQFAEFEAHAWIHEAQDASGQQV

NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 YYTRTNQPYQYGDYSIFVAEIASTTNENLLTQYLLETQTDPKVRAYVLNHYLDGFKGTVYRQTQFAEFEAWIHEQDASQV 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQ 474
consensus *!! !!! !!!!*!!*!!!!!!!!!!*!! !! !*! ! *!!!!!!!!!!!!*!!!!!!!!!* !!! !!!
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NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 PLTANLMSDFYGKLNQRYYGSAVENDPEIAYEWSRIPHFYYNFYVYQYATGFGAASTLAERVLDEEPAHTEAYLDYLKAG 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAG 554
consensus *!!! ! !* !! *!! ! *!! *!! !!!!!! !*!!!!!!!!!*!!! !!!**** * * !!!! !!!!!



logo SSADAYPLEVI
MKKAGVDMTDNSTDKYLDEAKAFGKI

VFEKDERLAVELEKAELLVAEKGVHLS
NTDB id 1070377 ACIO6V RS06790 WP 404387459.1 SSAAPLEVMKKAGVDMTDSKYLEKAFGIFKERLAELKELLAK..... 602
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !! !!!!*!!!!!!!! * !!* !! *! *!! !! !* !*****
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