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NTDB id 1070374 ACIO6V RS06200 WP 404387349.1 MITTIITFIIVFGILVFVHEFGHYYFAKRAGILVREFAIGMGPKLFAY.RKNGTTYTWRILPLGGYVSMAGLEDDTEELK 79
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
consensus ***!!!!***!***!**!!!!!**!!!!*!!!!!!!!!!!!!!*!!***!*!!*!!*!!!!!!!!!*!!!***!!*!*!
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NTDB id 1070374 ACIO6V RS06200 WP 404387349.1 KGMPVSLITDENGVVQKINTSKKLTLVEGIPLELTDWDLTDGLWVEGYENGTEDEIKRFKVDHDALIIGKDGIELQIAPR 159
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLG...ETKTYEVDHDATIVEEDGTELRIAPK 156
consensus *!*!*!!*****!*!**!!*!*********!***!**!!*!*!***!***! !*!***!!!!!*!***!!*!!*!!!*
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NTDB id 1070374 ACIO6V RS06200 WP 404387349.1 DVRFQSASLVDRMLTNFAGPLNNFLLAIVAFGLVAFLQGGVPVTTNTIAQVQTDSVAQKAGLKANDTIITIDGAKTPTWD 239
NTDB id 323 STU RS10650 WP 011225396.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
NTDB id 291 STER RS01205 WP 011680685.1 DVQYQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWD 236
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NTDB id 1070374 ACIO6V RS06200 WP 404387349.1 DVAQHIRSAD.....GKELVLTVKRADKKQN.IKVTPVQKNVNGQMVAQIGIIAKGKMDRSIKAKLTYGFTQTWYVIKQL 313
NTDB id 323 STU RS10650 WP 011225396.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ.KS.QGSYFLGV....SPVLKTGLKDKIFGGFQMAWEGATAI 310
NTDB id 291 STER RS01205 WP 011680685.1 SLKEALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ.ES.QGSYFLGV....SPVLKTGLKDKIFGGFQMAWEGATAI 310
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NTDB id 1070374 ACIO6V RS06200 WP 404387349.1 GNALASMLHGFSLNDLGGPVAMFSLTSQAKENGLISVVTLTALLSVNLGIINLLPIPALDGGKLLLNIIEAIRRKPLDPE 393
NTDB id 323 STU RS10650 WP 011225396.1 LATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
NTDB id 291 STER RS01205 WP 011680685.1 LATLKGLITNFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQE 390
consensus ***!******!!!!*!!!!!!!!****!!*!*!!!!***!***!!*!!!!*!!*!!!!!!!!!***!!!!!!!!!!!**!
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NTDB id 1070374 ACIO6V RS06200 WP 404387349.1 KEIIITMIGFGFLMILMLLVTWNDIQRYFFR 424
NTDB id 323 STU RS10650 WP 011225396.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
NTDB id 291 STER RS01205 WP 011680685.1 IESYITLAGVAVMVVLMIAVTWNDIMRAFF. 420
consensus *!**!!**!******!!**!!!!!!*!*!!
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