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NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1070358 ACIO6V RS00045 WP 010690103.1 MINSVVLVGRLTRDPELRYTPSGAAVASFTVAIDRRFTNQQGQREADFINCVMWRKAAENFANFTHKGSLVGIEGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
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NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSG..GYNEGNSGGGQYFGGGQNDNPFGGNQNNQR...........RNQ 147
NTDB id 1070358 ACIO6V RS00045 WP 010690103.1 SYENQQGQRVYVTEVLAENFSLLESKAESERYRAQHGNSNANVQGSAPSNDMQSSNPFGTPANNQTNDAFGGNGFDTNTN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGS...Q.QSGFTSPQ..QT.....GN....APA 145
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NTDB id 113 BSU 40900 NP 391970.1 GNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1070358 ACIO6V RS00045 WP 010690103.1 NSNNAADPFA.GGQQIDISDDDLPF 184
NTDB id 624 LCA RS00040 WP 011373726.1 ANNTQADPFANNGQAIDISDDDLPF 170
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