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NTDB id 1070007 ACIHQS RS14625 WP 404228872.1 AAMQKNPQLLTGNIP....NVFIGTSPAKNGWYRSLSSNSKGQERADNTFRVPGGMKAFEEPIAVTGNFIVPVYDPQGTG 1245
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NTDB id 1070007 ACIHQS RS14625 WP 404228872.1 SAADSCPDITIAGNEKGSGLWKCVPTINPTKWYERWKK 1360
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