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LCSKNECWQEQLPWLKQQTIQRHNEDQHS IVYLVACHYQAYP IDNR I IQQFKYEQKLEH

NTDB id 1070005 ACIHQS RS14290 WP 404228775.1 MPMFNLLRKQTRQLFDYFTPCDLCDVGIKQQFGVCSNCWQQLPWLKQQIQRHEQHIYVACHYQYPIDRIIQQFKYEQKLE 80
NTDB id 1042 H0N27 RS01930 WP 000472273.1 ..MFKFLN..PQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLH 76
NTDB id 1071 ABD1 RS15375 WP 000472269.1 ..MFKFLN..PQYLFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLH 76
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logo YEQRTLLAGELVLLQQLKLFPKI
VQAIVPMP I STKDQRL ITERGYFNQSLLLAKNTLLGSQKYQLNKVIP I

VWQPVQRLANQEHSQKGLTSRLERLFDEHNI EQQ
NTDB id 1070005 ACIHQS RS14290 WP 404228775.1 YERLLAGLLLQLKLPKIQAIVPMPISTDRLIERGYNQSLLLAKTLSQYLNVPIWQPVQRLAQHSQKGLTRLERLDHIEQQ 160
NTDB id 1042 H0N27 RS01930 WP 000472273.1 YQTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQ 156
NTDB id 1071 ABD1 RS15375 WP 000472269.1 YQTLLAEVLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQ 156
consensus !**!!!**!*!!!*!!*!!!!!!!!!**!!*!!!*!!!!!!!**!***!**!*!!!!!!!**!!!!!!*!!!!***!!!!

logo F IVACLPTPQNENKI
RRYRNRVML IVIDDVVITTGSS IHALSEQI

ALKQLGCQTKS IHAI
SCLAAGAGSVSKTPSSYA

NTDB id 1070005 ACIHQS RS14290 WP 404228775.1 FIACPPNKIRYRNVMIVDDVVTTGSSIHALSEILKQLGCQKIHAICLAAGGVKPSA 216
NTDB id 1042 H0N27 RS01930 WP 000472273.1 FVALTQEKRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY. 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 FVALTQENRRYRRVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY. 211
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