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NTDB id 1177 A1552VC RS01165 WP 000422572.1

NTDB id 1203 PSJM300 01605 AFN76401.1 76
NTDB id 1070001 ACIHQS RS11640 WP 004881042.1 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 76
NTDB id 1307 DR RS10055 WP 010888596.1 MN @ TIAEIRNKRIALIDIFSIAA 80
NTDB id 1116 NGFG RS10615 WP 003690200.1 PMIRVEEIGD MNDIEI(QRKN [0 IWREAMDESFE 76
NTDB id 1086 NMV RS00245 WP 002218487.1 PMIRVEIGD MNDEIQRKM (0] IWREMIDEFSFE 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 PPMIRVPGD MND QRKE |XEIRIEQDFSFE 76
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 PPMIRVPGD MND QRKE |XEINIENWDEFSFE 76
NTDB id 1202 PSJM300 01600 AFN76400.1 PPMIRVPMGD MND QRK FIXEIZREQDFSFE 76
NTDB id 1194 PAKAF RS01995 WP 003084552.1 PPMIRVPGD MND QRK FIXEINREWDEFSFE 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ANWNARGLVLVVWIGINTGSGKSTT AAMjxel Y3l QH.T 153
NTDB id 1203 PSJM300 01605 AFN76401.1 AINNARGLVLIBIGINTG GKST LAAMI[EYRINKOIER 155
NTDB id 1070001 ACIHQS RS11640 WP 004881042.1 IMUGINTG 'GKST LA MI[¢ BINEINEIS 156
NTDB id 1019 ACIAD RS04205 WP 004922051.1 I3 GEATG GKST LA MI[pRIN[A)E]S 156
NTDB id 1307 DR RS10055 WP 010888596.1 .KARFRVNAFMQRGNVG VIIRIRI P ANFNYRGLVLVTGPTGSGKSTTLA MIs| 159
NTDB id 1116 NGFG RS10615 WP 003690200.1 B ARFRVNAFNJXSRGIY AVFRTIPSH LS E LIW\PH AIMYIYRG VLVTGPTGSGKSTTLAAMIN 155
NTDB id 1086 NMV RS00245 WP 002218487.1 ARFRVNAFNINERG)Y AVFRTIPSHN LS E L)@WAPH AIIYRG VLVTGPTGSGKSTTLAAMIN 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ARFRVNAFNQSRGI\ AVFRTIPSINILS EDL[ELPIY ABIRGLVLVTGPTGSGKSTTLAARIM 155
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 ARFRVNAFNQSJRGEY AVFRTIPSIMILS EDL[GL Py ABIRGLVLVTGPTGSGKSTTLAANIN 155
NTDB id 1202 PSJM300 01600 AFN76400.1 ARFRVNAFNQWRGIN\GAVFRTIPS|Y L IDAMIYRGLVLVTGPTGSGKSTTLAAM I 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 N ARFRVNAFNQWRGINGAVFRTIPS|{ L E L[¢ (&3 DAMAYRGLVLVTGPTGSGKSTTLAAM ) 155
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 233
NTDB id 1203 PSJM300 01605 AFN76401.1 235
NTDB id 1070001 ACIHQS RS11640 WP 004881042.1 236
NTDB id 1019 ACIAD RS04205 WP 004922051.1 INJAETGHLVF TLHENRJARN] 236
NTDB id 1307 DR RS10055 WP 010888596.1 TAAETGHLV.GTLHTNSAPE 239
NTDB id 1116 NGFG RS10615 WP 003690200.1 TAAETGHLVFGTLHTNAMNK 235
NTDB id 1086 NMV RS00245 WP 002218487.1 TAAETGHLVFGTLHTyX&ANK 235
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TAAETGHLVFGTLHTNSANK 235
NTDB id 1259 GC085 RS10305 WP 010947729.1 TAAETGHLVFGTLHTNSANK 235
NTDB id 1202 PSJM300 01600 AFN76400.1 TAAETGHLVFGTLHTNJAINK 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TAAETGHLVFGTLHTTSAAK 235
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