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NTDB id 1069996 ACIHQS RS08335 WP 404231590.1 MNNKNVFVISSVSNAQPKFDLVNSNTRSLVPCFAVRSSIARQKSVLGFTLVELLVAIAIFAVLSMMGWKVFDYLLKVKDR 80
NTDB id 1076 ABD1 RS08075 WP 000594585.1 .................MIKNKYIHIRSIASRLAARSSSARLTRASGFTLVELLVAIAIFAVLSLLGWKIFDYLLKVRDR 63
consensus ***************** * !!* ** ! !!! !! !!!!!!!!!!!!!!!!!!**!!!*!!!!!!!*!!
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NTDB id 1069996 ACIHQS RS08335 WP 404231590.1 NAEHETHLFELQDAYQQILRDSLQIIPLTANDGRQIQAALVLNDRTFMFSKAGVSDPLKQGLSPYERIEYRYDSAQKKVY 160
NTDB id 1076 ABD1 RS08075 WP 000594585.1 NAEHEVHLFELQDAYQQILRDTLQIIPLSANQGGQLHPALEIDNQILRFSKAGVTDPLKQGLSPFERIEYRYDADQKKLY 143
consensus !!!!! !!!!!!!!!!!!!!!*!!!!!!*!! ! !***!! * !!!!!!*!!!!!!!!!*!!!!!!!! !!!*!
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NTDB id 1069996 ACIHQS RS08335 WP 404231590.1 RLKYSNLNIPNRIQPVSSTLIENVDQFKLTVLNPQELTQWPENINDPNNVAELKKLPLGLKIQLTVAGTDYEWIYSLLRT 240
NTDB id 1076 ABD1 RS08075 WP 000594585.1 RLKYTNLNTSNREQPLSSTLLSQVDQYQIMVLTPQEVTKWPEVNIDPTKPNELKKLPKGIKIQLTVAGVNYEWIYSLNQG 223
consensus !!!!*!!! *!! !!*!!!!* *!!!* * !! !!!*! !!! !! * !!!!!! !*!!!!!!!! !!!!!!!
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NTDB id 1069996 ACIHQS RS08335 WP 404231590.1 NQD....GQ. 245
NTDB id 1076 ABD1 RS08075 WP 000594585.1 DLSLSQEGNS 233
consensus ****!**

X non conserved

X similar

X ≥ 50% conserved


