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NTDB id 1069989 ACIHQS RS01865 WP 023013224.1 MWNKINFRSELSPHWWQDPIFVGAVTVAMLLHGAVLAIQFGMPSPSDTSTKEIAVTVRTSQDKVKDADFLAQADQKGSGD 80
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGA 80
consensus ! ! !* **!!!!**!**!* *!*!!! !! !*!*!! !!* !!!!!!***!** ! *!*!!!!!!!!! !!!

logo FREAHRMSSDNMSPASPMPQASDASTTGEATEQLESTLEKI
VQQKQRELKFEEKVLMTVLSWQKQASEESTEQRKKALDEDQLQSQFQAKAAMVAS

NTDB id 1069989 ACIHQS RS01865 WP 023013224.1 FREAHRMSSDMPSPMQADATTGETELESLEKIQQKRELKFEEKVLMTVLSWQKQSEETERKKALDDLQSQFQAKAAMVAS 160
NTDB id 1078 ABD1 RS15030 WP 000914774.1 FREAHRMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVAS 160
consensus !!!!!!!!! ! !!* !!*!!! !!*!!!*!! !!!!!!!!!!!!!!!!!!! !!* !!!!!* !!!!!!!!!!!!!!

logo LEAQYLQRQQDNFSRKQQKRIKTVDGIQAKKQDASAAYLDKFREQKVELYGNRYYPDEEAKQQQRLAKGEVRLMVI LNAQGGIRAIRL
NTDB id 1069989 ACIHQS RS01865 WP 023013224.1 LEAQYLQRQQNFSRKQRIKTVDGIQAKQDASAAYLDKFRQKVELYGNRYYPDEAKQQRLAGEVRLMVILNAQGGIRAIRL 240
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LEAQYLQRQQDFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRL 240
consensus !!!!!!!!!! !!! !*!!!!!!!!!! !!!!!!!!!!! !!!!!!!!!!!*!!!!! ! !!!!!!!!!!!!!!!!!!!!

logo

I
LESSGHPS IVLDEAAKASVRRGAPFGHRFDANMKDI SELR I IRTWRFDPAVDEAEFEVH

NTDB id 1069989 ACIHQS RS01865 WP 023013224.1 IESSGHSILDEAAKASVRRGAPFGHFDANMKDISELRIIRTWRFDPVDAEFEVH 294
NTDB id 1078 ABD1 RS15030 WP 000914774.1 LESSGHPVLDEAAKASVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus *!!!!!**!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! *!!!!!!
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