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I
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VRVAI
VPVHYLVYDTFDYTLVNTAQAEQYAEQRAHQI

VGASRVAI SFGRQNL IVGI ITEKVDNPDSEASFTGQTFKQLKAI STDELL
NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 .MPTENSNATLYRIRVAIPVYVYDTFDYTVNAEQYAQAQIGARVAISFGRQNLVGIITEKVNPDEAFTGQFKLKAITELL 79
NTDB id 1072 ABD1 RS01805 WP 000156662.1 MTITPKPDSVVYRVRVAVPVHLYDTFDYTLTQAQYERAHVGSRVAISFGRQNLIGIITEKVDPSESFTGTFQLKAISDLL 80
consensus * *!* * *!!*!!!*!!**!!!!!!!* !! !**! !!!!!!!!!!!*!!!!!!! ! ! !!! ! !!!!**!!

logo DEKEQAP I LDEQQVLSTLLTWSAQYYQFP IGEVMQSTALPASLLRQGKRAPLMDI
VLFHLQWKQI LTPCHDDNPVENALLKRSGQKQQYDAYQI

VLKLHPAH
NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 DKEAILDQQVLTLLTWSAQYYQFPIGEVMQSALPSLLRQGRALDILFHQWQILPHDDPNALLKRSQKQYDAYQVLKLHPH 159
NTDB id 1072 ABD1 RS01805 WP 000156662.1 DEQPILDEQVLSLLTWSAQYYQFPIGEVMQTALPALLRQGKPMDVLFHLWKITPCDNVEALLKRSGKQQDAYQILKLHPA 160
consensus ! *!!! !!!*!!!!!!!!!!!!!!!!!!*!!! !!!!!***!*!!! ! ! ! ! * !!!!!! !! !!!!*!!!!!*

logo GTTENI
VLNLSGVETASTLKALEQKKGQL IVDECRTLEPHDFSTPMSPVQLAQMPLTLPNEDQKKAI

TQQYI
VVKNAQHHQYQAFLLDGLTGSGK

NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 GTTENVLNLSGVETSTLKALEKKQLIECRLEPHDFTPMPVQLAQMPLTPNEDQKKAIQQIVKAQHHYQAFLLDGLTGSGK 239
NTDB id 1072 ABD1 RS01805 WP 000156662.1 GTTENILNLSGVETATLKALQKKGLVDCTLEPHDFSPSPVQLAQMPLTLNEDQKKATQYVVNAQHQYQAFLLDGLTGSGK 240
consensus !!!!!*!!!!!!!! !!!!! !! !**! !!!!!!*! !!!!!!!!!!*!!!!!!! ! *! !!!*!!!!!!!!!!!!!!

logo TEVYLHQI
VMHEVLKQGKQVLVLVPE IGLTPQTI

V
A
SRFKSRFHNCDI

VALLHSGLNDSKRLQAWQHQAQTGKAS I IV I
LGTRSAIYTP

NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 TEVYLQVMHEVLKQGKQVLVLVPEIGLTPQTVARFKSRFHCDVALLHSGLNDSKRLQAWQHAQTGKASIVIGTRSAIYTP 319
NTDB id 1072 ABD1 RS01805 WP 000156662.1 TEVYLHIMHEVLKQGKQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTP 320
consensus !!!!!**!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!*!!*!!!!!!!!!!!!!!!!!*!!!!!!!!**!!!!!!!!!

logo

L
MPNRLGL I I LDEEHDLSFYKQQEGFRYHATRDVALYRGHLQGCPVI

LLGSATPS ILDSYHLVESTGKLHTALLEQLNQRAGHIALVLPKMH
NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 MPNLGLIILDEEHDLSFKQQEGFRYHTRDVALYRGHLQGCPVILGSATPSLDSYHLVESGKLHLLELNQRAGIAVLPKMH 399
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPRLGLIILDEEHDLSYKQQEGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMH 400
consensus *! !!!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!*!!!!!!!*!!!* ! !!!!!!*!*!!!!!

logo

L
VIDLKIAVKKQHGI SQNPL IDEQIKLNTLAEKRKEQVL I FLNRRGYAP I

VLMVCESCGWQANCPHCDAHFTLHSTQPYHSYLHCHHCGTI
V

NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 VIDLKIAKKQHGISQNLIDQIKLTLEKKEQVLIFLNRRGYAPILMCESCGWQANCPHCDAHFTLHSQPYHYLHCHHCGTI 479
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LIDLKIVKKQHGISQPLIEQIKNTLARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTV 480
consensus *!!!!! !!!!!!!!*!!*!!! !! *!!!!!!!!!!!!!!!*!*!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!*

logo HRLPDHCPECQKQKQSTLKSTI
LGAGTAKLVEEHLQELFPDHHDVIRVDRDSTSRVGSWQKIYDR IQQNKPS I LLGTQMLAKGHHFP

NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 HRLPDHCPECQKQTLKSIGAGTAKLEEHLQELFPHHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 559
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HRLPDHCPECQQKSLKTLGAGTAKVEEHLQELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFP 560
consensus !!!!!!!!!!! *!!**!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo HVTLVAI LDIDAGLLSVDI
PRAPERTAQL IVQVASGRAGRGEHKGHNVYLQSTLRPDHPLMLTTL I EKHKDYRATVAKQMTLAERKI

VALM
NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 HVTLVAILDIDAGLLSVDPRAPERTAQLIVQVSGRAGRGEHKGNVYLQSLRPDHPMLTTLIKHDYRTVAKQMLAERKIAM 639
NTDB id 1072 ABD1 RS01805 WP 000156662.1 HVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGRAGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVAL 640
consensus !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!*!!!!*!!!!!!*!!!!! *!!! !!!! !!!!!*!*

logo LPPYRYAAVL IVRAVESKDNRDEYSTLQHQFLNSEAAEQQLRQTI
MAAGDE IVDIWGP IPAPMERKAGRYRAHMVI LSADRAKRLHFYLRQWWAQQ

NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 LPPYRYAALVRVESKNREYSQQFLSEAAQQLRTMAAEIVDIWGPIPAPMERKAGRYRAHMVILSADRAKLHFYLRQWWQQ 719
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVDIWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQ 720
consensus !!!!!!! !*! !!! !*!* *!! !!! !!! *!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!! !

logo

L
VVHALPRQHQLRLS IDVDPQEFS

NTDB id 1069988 ACIHQS RS01320 WP 404229897.1 VVHLPRQHQLRLSIDVDPQEFS 741
NTDB id 1072 ABD1 RS01805 WP 000156662.1 LVHAPRQHQLRLSIDVDPQEFS 742
consensus *!! !!!!!!!!!!!!!!!!!!
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