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NTDB id 1388 A4U84 RS04945 WP 062924099.1 QALQWAEQDQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVT 143
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 SGLAIGIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLG 223
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