logo

NTDB id 1069963 ACG2K1 RS08315 WP 395429186.1
NTDB id 1106 NGFG RS01495 WP 003687645.1

NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 1069963 ACG2K1 RS08315 WP 395429186.1
NTDB id 1106 NGFG RS01495 WP 003687645.1

NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 1069963 ACG2K1 RS08315 WP 395429186.1
NTDB id 1106 NGFG RS01495 WP 003687645.1

NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

logo

NTDB id 1069963 ACG2K1 RS08315 WP 395429186.1
NTDB id 1106 NGFG RS01495 WP 003687645.1

NTDB id 1102 NMB RS03635 WP 002244053.1
consensus

L A DR T AL ALV RARL L T

MKKILLLFNRLGEYNLS CA JMGTRIDKDAQITQDWSVEKLYAEAQDELNSRNYTRAVKLYE LESRFPMERNMAQQ QLDTAY]
MKKILLTVSLGLALSACATQGTIADKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHARQSQLDTAY]
MKKILLTVSLGLALSACATQGTVDKDAQITQDWSVEKLYAEAQDELNSSNYTRAVKLYEILESRFPTSRHAQQSQLDTAY

A 0ok a1 DL B LA SRR o o

AYYKD E KALAA ERF[N LHPQHPNMDYALYL GL LFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVEIR P S
AYYKDDEKDKALAAIERFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS

AYYKDDEKDKALAAT RFRRLHPQHPNMDYALYLRGLVLFNEDQSFLNKLASQDWSDRDPKANREAYQAFAELVQRFPNS
PUE D b bk DL D Dok D hosksk DOL LD bbb DL ettt bttt bk sl

AT VLR e ST A A AR TR TR

KY\BADATISRMINKLVDAL GNEM VARYYEKRGAY AAANRAQWII ¢ QNTRYVEE LA EL Y K PQLAPMDTRR
KYAADATARMVKLVDALGGNEMSVARYYMKRGAYTAAANRAKIIGSYQNTRYVEESLAILELAYKKLDKPQLAADTRRV
KYAADATARMVKLVDALGGNEMSVARYYMKRGAYIAAANRAQKIIGSYQNTRYVEESLAILELAYKKLDKPRLAADTRRV

RS e )

LEJSNEFP[NSP LTi&W | DEIPWWRYW 267
LETNFPKSPFLT#AW[M¥DDMPWWRYWH 267
LETNFPKSPFL|QN¥W BDDMPWWRYWH 267

Tl bbbl Dok e Dok b d D0LT Lo

X non conserved
B similar
>507% conserved

160
160
160

240
240
240



