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NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 ..MSDNEFRNAAADVALEVLQRLFPEAAAVCAPFLPRLFSALDDGHSFIWLNDAEAESLDSAAPLADGTGRAPLVLRGRR 78
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPV.VGTSAAPLILEGRR 79
consensus *** !! *!!! !* ! ! * * !*!** *!!! !! !!!!! ! !!* ! !!** !! !!!*! !!!

logo LFLGRLMWQLENYDLAAGE IKRRLAAAGPATASAPAPDAMARAGAAREQNLAGKLWFDQGAGSEGQQRADAAALALLQFNFML
VITGGPGTGKTTTVAKLL

NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 LFLGRLWQLENDLAGEIRRLAAAPAAPADMRAAAENLGLWFDGAGSEGQQAAAALALLQNFMLITGGPGTGKTTTVAKLL 158
NTDB id 1134 OK783 RS03985 WP 010358120.1 LFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLL 159
consensus !!!!!*!!!! !!!*!!*!!!!!* **! *! !!* !! !!!!!!! !!!!!!!! !!*!!!!!!!!!!!!!!!!!

logo AL ILCGSEGANDENPLPHR IALAAPTGKAAAHMAGNRALHARAS ILGNGRFDPALPSDEAGLVKRERHRLLSAKLEGQTVHRLLKLRSPPKQMQRAPAQFDAHAIRPLPFLDI
V

NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 ALLCSGADPLPRIALAAPTGKAAAHMGNALHAALGRFPLSDGLKERLSALEGQTVHRLLKLRPPQMRPQFDAARPLPLDI 238
NTDB id 1134 OK783 RS03985 WP 010358120.1 ALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDV 239
consensus !!*! **!!*!!!!!!!!!!!!!!* !!! * !* ***** *! !!!!!!!!!!!! !! ! * !!* !!!! !*

logo L IVVDEASMLDLTALMLDQLLKRAVKPDTGACRVI LLGDENQLPSVGAIGAVLASAVLASQRKPTVLDAGDETAHGQRLAKGTFLLPDEAHAEGRFQSTVASASNAPP
NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 LVVDEASMLDLALMLDLLRAVPDGCRVILLGDENQLPSVGAGAVLAALARPTVLDADTAGRLKTLLPDAAERFQTASNAP 318
NTDB id 1134 OK783 RS03985 WP 010358120.1 LIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEH..GFSVSANPP 317
consensus !*!!!!!!!! !!!! !!*!!* !*!!!!!!!!!!!!!!! !!!! ! *!!!!**!* !! !!**** ! !*!
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NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 PLSANTARLTVSHRFGEHSGLGALARAVCAGDAAGAEDAFARFPEELSFADGGAERLAERFCRTQAAFWQAADAADPAAA 398
NTDB id 1134 OK783 RS03985 WP 010358120.1 VLAQNTAHLSFSHRFGDNSGIGCLARAAVSGDE.GAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAA 396
consensus *! !!!*!* !!!!!**!!*!*!!!! * !! *!! ! !!!*!! * ** * !! *! * !*!!! * * !!
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NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 FACQSRLTVLAARRGDAERFNEACRRILLREGRAREDRAWFAGQILMVERNDYAMGLFNGDIGIVMRDPHGSDGLSVRFP 478
NTDB id 1134 OK783 RS03985 WP 010358120.1 YAGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDVGRQGSLAAYFA 476
consensus *!* ! * !!!! ! !!! !!!!** * ! *!* !*!!! **!* !!!!* !!!!!!!**! !** ! !*

logo

A
D
A
G
D
GGFKRKSVAPLVSCRLPAEFHESPSAFAMVTVHKSQGSEYGREVWLLAPPESDGAGPSDEGDDAGLESGFLNSKRESLLYTAI

VTRAREKRFVFYAFGGSKREKSTF
NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 AGGGFRSVPLSRLPAHSSAFAVTVHKSQGSEYGEVWLLAPEGG........GEGFNRSLLYTAVTRARERFVYAGSRESF 550
NTDB id 1134 OK783 RS03985 WP 010358120.1 DADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKTF 556
consensus * !!* !**!*!! * *!!!*!!!!!!!!!! !!!!!*! ********* ! * !!!!!*!!!!!*!!* ! * *!
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NTDB id 1069960 ACG2K1 RS07560 WP 395428652.1 AAACANAETRRTALREFLAAG.... 571
NTDB id 1134 OK783 RS03985 WP 010358120.1 CQAVNTVKVRQTALGSMLERVFSQE 581
consensus * !* ! !!! ! ****
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