
logo MNSAPPTAI LRAPFDSPLDTAIP I SGTNSL I EASAGTGKTYGIAALFATRL I LVLEKQKMSVDEKRVLVVTFTKAATAELKTRLRARLDDEAVLQRRVLEQ
NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 MNPTALPFSPLDIPISGTSLIEASAGTGKTYGIAALFARLILLEKMSVDKVLVVTFTKAATAELKTRLRARLDEALRRLQ 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus ! ** *! !! !!!!! !!!!!!!!!!!!!!!!!! !!!*!! !!**!!!!!!!!!!!!!!!!!!!!!!!* ! !
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 GTDLPEA..................ADEFMSGLLQRALEQEPRERLQLRLKSALSQFDSAAIYTIHGFCRRLLGDYAFFC 142
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ***! *******************! !***!! !! !*! !! *!!! !* !!! !!!!!!!!!! !*! !!!! !
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 QVPFDTELDENGKRELYTYAQDFWRLRVADNGRLARLVFRAKLLPDALLDELSPYLARPALTFRRPDDNILPEAEKQAQS 222
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADL.KQAQRDAET 239
consensus ! !!! !! ! ! *!!!!!! !! * !! ! !* ! *! *! * *!! !! ! !!!! *** ! * ! *

logo

A
SWQRTLVCRGRKLLPELETAGTFWR I

VHPDSLNSGNSKSFYKRKANLSFYEGNTKLFAKELAAQKLASAEASEGEQLMPCSELDKKLADQLLANTHTEKGR I
L
L
S
K
V
F
L
A
S
P
S
D
E
K
YLEAAGLVKKGKQ

NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 AWRTLRGKLPELTATFWRVHPSLSGSKFKKALYETKFAELAALAESEEMPSEKLAQLLANTKGISVFAPEYLEAAVKKGQ 302
NTDB id 1132 OK783 RS01905 WP 010951035.1 SWQTVCRLLPELEAGFWRIHPDLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKD....THERLLKLSSDKLEAGLKKGK 315
consensus ! !** !!!! ! !!!*!! ! ! **! * ! !!! *!* **** * * ** !!!**!!!
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 NPAAADLADLTLLHGAHQAAENLLAAEHQALIALQLDFLQYVRESAAEKRRTRTGRSPDELLLDVYHALTAGTHAETLAD 382
NTDB id 1132 OK783 RS01905 WP 010951035.1 TPDAAVFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALTDNPHAETPAR 395
consensus ! !! !*! !* * ! !!* *! !!!! * !* ! !! ***! ! *!*!!!!!**!!! *!!!!*!
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 TVAHNWPVALIDEFQDTDPLQYEIFRRIFIERRRPLFLVGDPKQAIYAFRGADIYAYLQAAADTPQHYTLARNFRSHRRL 462
NTDB id 1132 OK783 RS01905 WP 010951035.1 AVAENWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAAL 475
consensus !!*!!**!!!!!!!!!!!!!!!!! *!!! ! !!!!!!!!!!!!!! !!!!!!!!!!!!! ! ***!!!! !*!!! !
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 TEATARLFTQKKRPFVLERIGYPQVEANRADSRLSPPQAALNIRWLHEKGEDAPDKALLRQRAADYCADEAAALINAGAE 542
NTDB id 1132 OK783 RS01905 WP 010951035.1 IGSIGALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASG 555
consensus * !! ! !!!!!! !!!* ! ! !!*!!!!!* *!***!!!!! * * ! *!! !!!!!!!!! ! *! *
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 GRLNYRGAPVLPGHIAVLVHSHKEGQLIKRALAARGIAAVAMQRESVFKSHEAQALAALLAFWLEPQRTGLLRFVLGGVL 622
NTDB id 1132 OK783 RS01905 WP 010951035.1 GRLNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGI 635
consensus !!!!** !* *!*!!!!!**! !* *! !! ! * ! * !!!!! ! !! !! !!**!!!!! ! ! !!!!! *
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TWQKRQYGI FAALMAQAQFASAQQTHGI ETRLLRSERGNNEGRSLTNFYFWQLALELLAAEDAEAQGN
NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 FGHTAAQIAELNRSEAQLAEHTAAAAAACETWQRQGIFAALAAFAAQHGIETRLLREGNERSLTNFWQLAELLAAEDEAG 702
NTDB id 1132 OK783 RS01905 WP 010951035.1 FGYDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQN 715
consensus !!* ! !*** ! ! * ** ! !** !!* !!!!!* ! !!!!!!!! ! !!!!!**!! !!!!!!!
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 HTPASLHQWLLQTM..QDDNAAEHHLLRLESDEALVKIVTIHASKGLQYPFVFCPFSWDTSEAPADRWHVLHRAD.GSEL 779
NTDB id 1132 OK783 RS01905 WP 010951035.1 RNPAALHKWLRDQISLAGNNGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAEL 795
consensus * !! !! !! *** !***** *!!!!!! !!!!!!*!!!!!!!!! !*!!! !! * ** !**!! * * !!

logo LAEKLASQLDSEASDEQKNQLYADEDELMAGERLRLLYVALTRAEEQLNTI
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 LELSQLDEADQNQLADEDLGERLRLLYVALTRAEEQLTVYAARCRSTPRNTFAYLLEGSPDSSRAAVQTAYEEEKDGQSA 859
NTDB id 1132 OK783 RS01905 WP 010951035.1 LAKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEKDGI.T 874
consensus ! !! ! *! ! !!!***!!!!!!!!!!!!!!!!! *!!! * !* !* !!!*!! ! !! ! ! *!!!! *

logo MLKRRNWLRRVWATDENSAPADGSTDGFI LTFWHTEDGAPPVPSAAAYDRGSNRAGDRGQATAHETFYARAANES IYPESRGRFERFLVRFHTSFTAGLSTRHRLTQSHTHPDRAGAGEGDEDEALCQPASL
NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 MLRRNWLRWTESAPADSGILWHEGAPVSAAADSRGRGTHTYRAAEYPSRRFELVRFTSFTGLTRRLSHHRAAGDELQPAL 939
NTDB id 1132 OK783 RS01905 WP 010951035.1 MLKRNWRRVADNAPAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEEDACPSL 954
consensus !!*!!! ! * !!! * **! !!**!! * * * ! ! ! ! !!*!!!!*!*!* * ** ** *! !
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 DQAESAAAPPAAPASDESGMLDLFHFPRGTEAGVCLHEILEQHDFSRPAAEQSTRIADTLERYGFPEQWLETACAAADQT 1019
NTDB id 1132 OK783 RS01905 WP 010951035.1 DAAETSVPAMPSETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAVAEMAEAC 1034
consensus ! !!* **** * * ! * ***!!*!! !!*!!!!!!! * ! *!!!! ! !!! ! *!!!*! !!* * !* *

logo

A
R
A
K
A
T
D
PLGTAGAGDYGTLASADI

LPAPAGCNRLRAPEMGFTVLMHFTEDRFLDGLGKRLKRDNSWLATARDDAIGRLPEPVCLRAAAEHTLDFDHTLVNQGFLNGF IDMTVCLQDLPSD
NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 AAADLGAGDTLAALPAANRLAEMGFVMHFERLDLGRLKNSLTA..AGLPPVCLAAAEHLDFDTLQGFLNGFIDMTCLLSD 1097
NTDB id 1132 OK783 RS01905 WP 010951035.1 RKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFIDMVCQDPD 1114
consensus *! ** ! *!***! *!!!! *! ! ! !!* ! ** !!*!! !!!!*!!!*!**!!!!!!!!! ! *!
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 GQPCVIDYKSNHLGNHPDDYAPAALDAAVAEHHYYLQAWIYALAVARYLKQRGRPVQTVRVRYLFLRGLNTENRNGIWQW 1177
NTDB id 1132 OK783 RS01905 WP 010951035.1 GNICIIDYKSNHLS....AYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGK.GGGVWRW 1189
consensus !**!*!!!!!!!! **** ! * !*! !!!**!!!!!! !!!*! !!! ! !! !* ! !!!!!!!!! * !*! !
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NTDB id 1069957 ACG2K1 RS05650 WP 395428463.1 DIAAEHLAPWL 1188
NTDB id 1132 OK783 RS01905 WP 010951035.1 DIDAAALEQIK 1200
consensus !! ! *! *
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