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NTDB id 1069944 ACG2K1 RS00320 WP 395428814.1 MALFDFLFKRKTESADKEAEQTDTAQNAAESAPAESADAAAAARQKYLDDIRNADRSGLLNRPAETQEPAGADETPSDNT 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 ..MFSFFRRKKKQETP.ALEEAQ.VQETAAKVESEV........AQIVGNIKEDV.ESLAE......SVKGRAES.AVET 60
consensus ***! ! **! ** ! * ! ! * ! ******** * !* * ! ****** * ! !** !

logo VSDGAGLVENPQSVETAKPEATAAVADEGMRPSEANDGENPPPEAAAADERTAVESTAPKSAEATDVATETQVGTDEATEVGQQTDVQTEAQTVADTETEQETDHKNGLGWAARLKKQGLAGKSR
NTDB id 1069944 ACG2K1 RS00320 WP 395428814.1 VSDGLNPSETAPEAAADGRPSENDNPPPEAAAADTAETPSATDTE.QTDTEQTDTEQTDTEQTDNGGWAARLKKGLGKSR 159
NTDB id 1118 NGFG RS11455 WP 003696286.1 VSGAVEQV...KET.VAEMPSEAGE......AAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSR 130
consensus !! ** * ****! * !!! ******!!* !** !* * ! ! * !!!!!!! !!*!!!

logo DKMAKSLAGVFGGGKQIDGEDLYEELETVL ILTGSDMGI
MEATEQYLMDKDEVRGRRVSLKGLKSDGNRELRGQALKEALYDL ILAKPLEKPLNV

NTDB id 1069944 ACG2K1 RS00320 WP 395428814.1 DKMAKSLAGVFGGGKIDEDLYEELETVLLTSDMGIEATEQLMDEVRRRVSLKGLSDGRELRQALKEALYDLLAPLEKPLN 239
NTDB id 1118 NGFG RS11455 WP 003696286.1 DKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLV 210
consensus !!!!!!!!!!!!!! ! !!!!!!!!!!!*! !!!*!!!! !! *!! !!!!!!! !! !!! !!!!!!!!!* !!!!!!

logo

I
LPESNTGKEQPFVIML

MAGINGAGKTTS IGKLAKYFQAQQGKSVI
LLAAGDTFRAAAREQLQAEWGEGRNGNVTVI SQATKTGDSAAVCFYDA

NTDB id 1069944 ACG2K1 RS00320 WP 395428814.1 IPSNGQPFVIMMAGINGAGKTTSIGKLAKYFQQQGKSVILAAGDTFRAAAREQLQEWGERNGVTVISQAKGDSAAVCYDA 319
NTDB id 1118 NGFG RS11455 WP 003696286.1 LPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDA 290
consensus *! !!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!! !! !! !!!!!! !!!!!!!*!!

logo VEQASAKARGKI
TDIVLADTAGRLPTQLHLMEE IKKVKRVLQKAI

MPEGAPHE I IVVLDANIGQNAVNQVKAFDDALGLVTGL IVTK
NTDB id 1069944 ACG2K1 RS00320 WP 395428814.1 VESAKARKTDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAMPEAPHEIIVVLDANIGQNAVNQVKAFDDALGVTGLIVTK 399
NTDB id 1118 NGFG RS11455 WP 003696286.1 VQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTK 370
consensus ! !!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo LDGTAKGGI
VLAALASADRP I

VPVRYIGVGEGS IDDLRPFDNARAFVDAL ILDG
NTDB id 1069944 ACG2K1 RS00320 WP 395428814.1 LDGTAKGGVLAALASARPIPVRYIGVGESIDDLRPFNARAFVDALIDG 447
NTDB id 1118 NGFG RS11455 WP 003696286.1 LDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD. 417
consensus !!!!!!!!*!!!!!! !!*!!!!!!!!! !!!!!!! !!!!!!!!*!*
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