
logo MKNSLSYDKR IYKSQEYLASTLGRTI
V
E
NYRSLFGSYSLTI

V
D
SDTVFAMVASDGELYLRACEQSAVQYCVKHPTPRVWLTFYKMKCKGRLSVMTLN

NTDB id 106972 AABE55 RS08190 WP 000793790.1 MKNLSYDRIYKSQEYLASLGRVNYRSLFGSYSLTISDTVFAMVADGELYLRACEQSVQYCVKHTPRWLTFMKKGRLVMLN 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! !!! !!!!!!!!!!*!! * !!!!!!!!!!!* !!!!!!! !!!!!!!!!!!! !!!!!!*! !!!* !*!! ! !!

logo YYRVDESLWQRDNQLQKQL IVRLSKRYSLDAALKEKKSSTLRGNRTKREYRLKRDLPNI
M
S
T
F
YHLEAS ILLGNEAVGIKDVRSATLR I LGAKMCWLRLKRQMQN

NTDB id 106972 AABE55 RS08190 WP 000793790.1 YYRVDESLWQDQQQLIRLSRYSLDAALKEKKSLGRKYRLRDLPNITYHLESLLNEAGIKDVSTLRILGAKMCWLRLKQMN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !!!!!!!!! ! !*!!!*!!!!!!!!!! * * !!*!!!!***!!! *! ! !!!!! !!!!!!!!!!!!!*! !

logo

Q
S
H
L
I
VTEVKI LFYLMLEGAI

V
I
Q
D
GIHEAALPVAVRRQELAEVWAVDESLTPDKLQAEFLLPAESFLDE

NTDB id 106972 AABE55 RS08190 WP 000793790.1 QHITVKILYLLEGAVQDIHEAALPVVRRQELAVWVESLTPDLALLASFD 209
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus **! !!!**!!!!* !!!!!!!! !!!!!! ! *!!!! *! *

X non conserved
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X ≥ 50% conserved


