
logo MNIRPSQIKHKQRIASF ITHAVVVVMGVL IVSVLFQSYQI SSRLMAQEGQRTSVQTSSL IQSLFDFRLAALR IHQDSTAK
NTDB id 106937 AADG46 RS17880 WP 085603326.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
NTDB id 1164 A1552VC RS18025 WP 001026306.1 MNIRPSQIKHKQRIASFITHAVVVVMGVLIVSVLFQSYQISSRLMAQEGQRTSVQTSSLIQSLFDFRLAALRIHQDSTAK 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NAI SL INALVSRDSSRLDAEFFSSVDELELSNAPDLRF I SSHDNI LWDDGNSASFYGIAQQELKNKL IRKRVAI SGNWHLVQTPSGS
NTDB id 106937 AADG46 RS17880 WP 085603326.1 NISLINALVSRDSSRLDAFFSSVDELELSNAPDLRFISSHDNILWDDGSASFYGIAQQELKKLIRKVAISGNWHLVQTSG 160
NTDB id 1164 A1552VC RS18025 WP 001026306.1 NASLINALVSRDSSRLDEFFSSVDELELSNAPDLRFISSHDNILWDDGNASFYGIAQQELNKLIRRVAISGNWHLVQTPS 160
consensus ! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!! !!!!*!!!!!!!!!!!!*

logo

D
EGKPSVHI

LLMRRSSL I EATGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLATVDTTPLVSTLKGNEPYSLDYVVHSAGK
NTDB id 106937 AADG46 RS17880 WP 085603326.1 DGKPVHLLMRRSSLIETGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLTVDTTPLVSTLKGNEPYSLDYVVHSGK 240
NTDB id 1164 A1552VC RS18025 WP 001026306.1 EGKSVHILMRRSSLIEAGTGQVVGYLYVGIVLNDNFALLENIRSGSNSENLVLAVDTTPLVSTLKGNEPYSLDYVVHSAK 240
consensus *!!*!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!

logo DAVMRDSF IVGQTFLEVENSVPTYLCVYS IQTNQNVLTLRDNFYFWMAFAL ILSMIGVS IASRWWLQKR IQRE I ETLMNYTHK
NTDB id 106937 AADG46 RS17880 WP 085603326.1 DVMRDSFIVGQTFLEVENVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALLSMIGVSIASRWWLQKRIQREIETLMNYTHK 320
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DAMRDSFIVGQTFLEVESVPTYLCVYSIQTNQNVLTLRDNFYFWMAFALISMIGVSIASRWWLQKRIQREIETLMNYTHK 320
consensus ! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LMDELDTKSEQFAIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRL IRMNPSAQIQFLREDAQNHFL
NTDB id 106937 AADG46 RS17880 WP 085603326.1 LMELDTKSQFAGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHFL 400
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LMDLDTKSEFIGSKIYEFDYFGRTLEQSFRRLANKEKQFEDLFNFALSPTMLWNTSGRLIRMNPSAQIQFLREDAQNHFL 400
consensus !!*!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FE I LERQLLPTITKNAAQGNNPSDVTTEVDGRVYRWNLSP IMVEGQI I S I ITQGQDITTIAEAEKQSQAARREAEESARVR
NTDB id 106937 AADG46 RS17880 WP 085603326.1 FEILERQLLPTITKAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARVR 480
NTDB id 1164 A1552VC RS18025 WP 001026306.1 FEILERQLLPTITNAAQGNNPSDVTTEVDGRVYRWNLSPIMVEGQIISIITQGQDITTIAEAEKQSQAARREAEESARVR 480
consensus !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDI LDFSRLEQGKFR IQKNEFRLKELVC
NTDB id 106937 AADG46 RS17880 WP 085603326.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELVC 560
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AEFLAKMSHELRTPLNGVLGVSQLLKRTPLNDEQREHVAVLCSSGEHLLAVLNDILDFSRLEQGKFRIQKNEFRLKELVC 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo AIDR IYRPLCHNEKGLELVVNSNITTATATIVRSDQIR INQI LFNLLNNAIKFTHQGS IRVELQL I EGDPLAQLVIQVVDTGI
NTDB id 106937 AADG46 RS17880 WP 085603326.1 AIDRIYRPLCHEKGLELVVNSNITTTTIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTGI 640
NTDB id 1164 A1552VC RS18025 WP 001026306.1 AIDRIYRPLCNEKGLELVVNSNITTAAIVRSDQIRINQILFNLLNNAIKFTHQGSIRVELQLIEGDPLAQLVIQVVDTGI 640
consensus !!!!!!!!!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GIREQDLTVI FEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFE IQLP I ELVEKRPDAPQQQLLPAP
NTDB id 106937 AADG46 RS17880 WP 085603326.1 GIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVERPDAQQQLLPAP 720
NTDB id 1164 A1552VC RS18025 WP 001026306.1 GIREQDLTVIFEPFMQAESTTTREYGGSGLGLTIVHSLVEMLSGQLHVSSEYGIGTRFEIQLPIELVEKPDAPQQLLPAP 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!

logo DPQPLFDKTLRVLLVEDNHTNAF IAQAFCRKYGLDVSWVTDGLQAI EELKIHDYDLVLMDNQLPYLDGVETTRTIKKVLH
NTDB id 106937 AADG46 RS17880 WP 085603326.1 DPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVLH 800
NTDB id 1164 A1552VC RS18025 WP 001026306.1 DPQPLFDKTLRVLLVEDNHTNAFIAQAFCRKYGLDVSWVTDGLQAIEELKIHDYDLVLMDNQLPYLDGVETTRTIKKVLH 800
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHYHHGQKNAGLN
NTDB id 106937 AADG46 RS17880 WP 085603326.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKYHHGQKNAGLN 857
NTDB id 1164 A1552VC RS18025 WP 001026306.1 LPVVVYACTADGLEETRQAFFHAGAEYVLVKPLKEQTLHKALEHFKHHHGQKNAGLN 857
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!
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