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NTDB id 1069112 ACF1RT RS08925 WP 063331041.1 400
NTDB id 358 SMU RS01425 WP 002263523.1 400
NTDB id 421 SGO RS10260 WP 012131060.1 l VLFSQN LFFTLL P 'YIN IIFFMKPFEKMN TMEAN 356
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET, 356
NTDB id 483 SM12261 RS00275 WP 000668315.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 247 KZH43 RS00220 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET, 356
NTDB id 206 SPD RS00235 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET, 356
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
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NTDB id 1069112 ACF1RT RS08925 WP 063331041.1 480
NTDB id 358 SMU RS01425 WP 002263523.1 480
NTDB id 421 SGO RS10260 WP 012131060.1 Q 436
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQAKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 483 SM12261 RS00275 WP 000668315.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 247 KZH43 RS00220 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 206 SPD RS00235 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 171 SPR RS00230 WP 000668290.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
NTDB id 131 SP RS00255 WP 000668284.1 IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN 436
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NTDB id 1069112 ACF1RT RS08925 WP 063331041.1 560
NTDB id 358 SMU RS01425 WP 002263523.1 560
NTDB id 421 SGO RS10260 WP 012131060.1 516
NTDB id 511 SMSK321 RS10730 WP 000668322.1 516
NTDB id 483 SM12261 RS00275 WP 000668315.1 516
NTDB id 247 KZH43 RS00220 WP 000668290.1 516
NTDB id 206 SPD RS00235 WP 000668290.1 516
NTDB id 171 SPR RS00230 WP 000668290.1 516
NTDB id 131 SP RS00255 WP 000668284 .1 516
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NTDB id 1069112 ACF1RT RS08925 WP 063331041.1 ([¢ARIeSIeXQMum:AL T INNINAES N K¢ T MR BN (EN LIDKALRIYLPQQYVFG I NL LGAKEGT QEDI RA[§E 640

NTDB id 358 SMU RS01425 WP 002263523.1 GEASGSGKTTLAKIIVNFY PRISGH 1 RIGR| LEQJIDKWALREEIIBYLPQQEYVFRG I 'NL LGAKEGT QEDI RA[§E 640
NTDB id 421 SGO RS10260 WP 012131060.1 G SGSGKTTLAKMMVEFYRPRIQG I[LGGVNLNQ DKENALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE 596
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE| 596
NTDB id 483 SM12261 RS00275 WP 000668315.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE 596
NTDB id 247 KZH43 RS00220 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 206 SPD RS00235 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 171 SPR RS00230 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596

NTDB id 131 SP RS00255 WP 000668284 .1 GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVEEI
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