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MLK EN TGGYWYNIPVLK FEVADGELVGLIGLNGAGKSTTINEIIGLL[NPYJRGIST IDGLT ELWJNY YRIMKIG IP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP
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ETPSLYEELTL EHLER EMAY |SVI9§\ SARANKISLIZALFRL KLDWFPMRIFSKGMKQKVMIICAFI PSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF
ETPSLYEELTLREHLETVLMAYGLDVTEGM{YRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF

T R e O

LGLDP AISDLJy LLAREKIKGKSILMSTHVLDSAEKMCDRFVILHHGQIIJAQG LIV LREITFG ENNASLNDIYMP§L TKIN
LGLDPLAISDLIELLAEEKAJGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGT ELRQTFGDESASLNDIYMQLTKG

LGLDPLAISDLIELLAEEKAKGK ILMSTHVLDSAEKMCDRFVILHHGQ LAQGTL ELRQTFGDWSASLNDIYMQLTKG
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X non conserved
B similar
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