
logo MGRGKLTPQDLEAMKAI SASNLQRLLAESGMKQSHLATI LNIPTSSLNEYVKGKSLPKIGNIQKIADYFGLQKSDIDPRFA
NTDB id 1069085 ACF1RT RS03830 WP 226711025.1 MGRGKLTPQDLEAMKAISSNLQRLLAESGMKQSHLATILNIPTSSLNEYVKGKSLPKIGNIQKIADYFGLQKSDIDPRFA 80
NTDB id 405 SMU RS06370 WP 002262721.1 MGRGKLTPQDLEAMKAISANLQRLLAESGMKQSHLATILNIPTSSLNEYVKGKSLPKIGNIQKIADYFGLQKSDIDPRFA 80
consensus !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SKKDSSTLDKINHIAKQLEMKRQIKVLDFCYQQSKEQDETASLSASDETTDEDKVADKSNHTQYQKVVDSF IAKELNDQTI
NTDB id 1069085 ACF1RT RS03830 WP 226711025.1 SKKDSSTLDKINHIAKQLEMKRQIKVLDFCYQQSKEQDETASLSASDETTDDKVADKSNHTQYQKVVDSFIAKELNDQTI 160
NTDB id 405 SMU RS06370 WP 002262721.1 SKKDSSTLDKINHIAKQLEMKRQIKVLDFCYQQSKEQDETASLSASDETTEDKVADKSNHTQYQKVVDSFIAKELNDQTI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IHWDNVIKAKDLYQTFGRQYENIQIYGEVSAGTGIWVGHEKQETIKYP IP IPEHDIAL ITVNGNSMEPLFYNGDVI FVKKT
NTDB id 1069085 ACF1RT RS03830 WP 226711025.1 IHWDNVIKAKDLYQTFGRQYENIQIYGEVSAGTGIWVGHEKQETIKYPIPIPEHDIALTVNGNSMEPLFYNGDVIFVKKT 240
NTDB id 405 SMU RS06370 WP 002262721.1 IHWDNVIKAKDLYQTFGRQYENIQIYGEVSAGTGIWVGHEKQETIKYPIPIPEHDIALIVNGNSMEPLFYNGDVIFVKKT 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!

logo KAIHHGQI IVV IVNNEAYVKKLYRKNKE IRL I SLNPDYDDI I LKEDDTI EVIGTVIT
NTDB id 1069085 ACF1RT RS03830 WP 226711025.1 KAIHHGQIIVVIVNNEAYVKKLYRKNKEIRLISLNPDYDDIILKEDDTIEVIGTVIT 297
NTDB id 405 SMU RS06370 WP 002262721.1 KAIHHGQIIVVIVNNEAYVKKLYRKNKEIRLISLNPDYDDIILKEDDTIEVIGTVIT 297
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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