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IAF IFly IV YHEFGHF FA SGILVREFAIGMGPKIFAHMNGKDGTEIYYTIRILPLGGYVRMAGWGEDT EIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT,
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L NNFHLVFM\/Q VQDTSTNNQVANNSA@M?LK.Dé.Yé'NKPKVER\/RéWE

QUASIWGRLITNFAGPMNNFILG |JVFEY LMFVQGGVQD S Nl RVISUSANENVEAGLKNNDEII [NIK KVl W DL
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE
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I MVEALMIAVTWNDIMRAFF 419
AVMVVLMIAVTWNDIMRAFF 420
AVMVVLMIAVTWNDIMRAFF 420

X non conserved
B similar
>50% conserved
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