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MKQVIYVVLIVIAVNILLEITIKRVTKRGGTVSSSNPLPDGQSKL|ZW RHYKLVPQ DD CGIZANIL ABVEN:IYGSINYS] (A
NRAQVDIIDCGVA LAM FGYYGSY BJLA

ALREARTT:TTAL L ROAEECEERAIAD TLEDLEDLTE e LAY ks A

MLREL KTIWIQGTTALG VI¥IAYEY GFETR IKADMTLFDMUDLT PF \WHV K& LEHYYVVNGEIL [N

TLREKAKTTNDGTTALGLVKVAEG NFETRAEKADM LFDLJ PF AH LK GKLLHYYVVTGQDKH IHIADPDP]
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDK[STIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG
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LKL Benbect VTR A AR el L LREL AUIVATLLVTY JVESLGS Y

N ERF BJEWTG [\ FIRAP[P YKPHK[& KNGLEWFIFP J3KQ L pW¢I A L VT I IVGSYYLQ[YI DAY
VK TK BJRERFE EWTG T FLAPSPEYKPE@EKKNGLLDFIP L KQ GLIWNIVLATLLVT INIVGSYYLQSIIDTY
VKLTKLPRERFI\AEEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERF‘EEWTGVTLFMAPSPDYKPHK QKNGLLSFIPILVKQRGLIANIVLATLLVT INIVGSYYLQSIIDTY,
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
VKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYLQSIIDTY]
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PDQIRISTLG I IGL IpYI AISEYLLEAVLSIRRL\YIDVILSYIKH FQLPMSFFATRRTGEIGSRFTDAN[NII
VPDEIM TLG ISIGL IVYILQQ.LSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRFTDANRII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDOQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII

VPDOQMRSTLGIISIGLVIVYIRQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDANSII
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A RCFEK o EAWLSSS EDINIET

QNRINLFFISTLL PIYJ\ IIFAFMKPFEKMN PME NAV SSSIIEDING ET

VLFSQN ELFF#TLL P Y[\ IIF@FMKPFEKMN TMEAN LSSSIIEDINGIET
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
DALASTILSIFLDVSTVVIISLVLFSQNTNLFFWTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,

DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET,
* ok ok % ok % ok * * % * % * %

HOLTOLSRYH DREFDN ARSE s SQQKALKWA NG AL DeR SLEELITATLLAET

Q
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN
IKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNTLLVYFTN

* K K ok K ok K * & ok k ok * * % ok X * % %

A LR MRLAE . EFegierv v, D Treel Y RSO rcoc e

SYKYG GRDLSDINL

| DIF @VEIYKYGYGH VLS I L[
PLENIINLQTKLQTAQVANNRLNEVYLVSEFEEKKTVEDLSLMKG MTFKQVjYKYGYGRDVLSDINLT
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEYKYGYGRDVLADINLT
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT
PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEIYKYGYGRDVLSDINLT

* % % * * % % %k k% ok K k % kX * % ok Xk *

15 AL ek 2l LR NPT LB e T

B EINLRQOIN INY PQOSYVEFERNGTIL NLLLGAXEIRYTI I3 EVCS
GIASGSGKTTLAKIVNFY PiBUGH | WGN LEQYIDKWALRERIIFYLPQQMYVFEG I NL LGAKEGT QEDI RA[E
G SGSGKTTLAKMMVEFYRPRIQG I[LGGVNLNQ DKEWALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE|
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVE

GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE|
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE|

GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVE
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LAEIRSDIERMPLNYQTEL

DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
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LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
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LAETIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL

Pkl 1 P skokokok | U R N

LT AERTERNLC 1V L YLl

RT |8V V DQGKIVE GyNH|S LLAJSNGEF Yp@YL|JNE
HRLTIAER ENVVVLDQG IVEEGEHIY L BFAGFYEHLVNS

X non conserved
B similar
>50% conserved
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