
logo

MS I
M
K
R
M
H
K
Q
F
L
Y
F
L
S
F
T
M
F
L
RFFWAKTNLKLYTFLVL IMLCLLGFVSIMSQP I

SVFCAQGSFDQQNYFDQAEWKATVQKQKQAMHYDTQRKLNSITSAKSHSHSLNGSKSPKTI LQSQTKNQTFASNFGDLTSFGTVGAKQI
V
H
N
I
LNSTQANT

NTDB id 1069 ABD1 RS03060 WP 043960841.1 ...MQYSMRFWKNKYFVLIMLCLGVISPSVCAQSFDQNFQEWKVKQQMYDQKLNISKSSHSNSSKISQTKNFNDSTGQIHLNQAN 82
NTDB id 1041 H0N27 RS14740 WP 005124713.1 ...MQYSMRFWKNKYFLLIMLCLGVISPSVCAQSFDQNFQEWKAKQQMYDQKLNITKSSHSNGSKISQTKNFNDSTGQIHLNQAN 82
NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLT.......LFSMQIVFAQGFDQQYDAWKTQQKAHDTRLNSSASHHSLSKPTQ....QSGTGVKVNINSAT 74
NTDB id 1242 Cj0011c YP 002343483.1 ..MKKLLFLFFA......................................................L....TAFLFGAVNINTAT 25
consensus *******!* ******************************* *************************************!*!

logo

A
L
V
K
NEFLKQSQLHNKGI

VGEAKKAKLQAI LVEYRKQEQKYNAGKNSFATKNSVIDDE I
L
Q
KKNVKGIGDPAKFLI IFEKI

N
R
K
D
N
S
D
R
I
L
T
AI
L
E

NTDB id 1069 ABD1 RS03060 WP 043960841.1 VNEFQQLKGIGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1041 H0N27 RS14740 WP 005124713.1 VNEFQQLKGVGEKKAQAIVEYRQKNGSFKNIDEIKNVKGIGPAIFEKNKSRLAL. 136
NTDB id 1014 ACIAD RS13855 WP 004924483.1 AKELQQLHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1242 Cj0011c YP 002343483.1 LKELKSLNGIGEAKAKAILEYRKE.ANFTSIDDLKKVKGIGDKLFEKIKNDITIE 79
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X non conserved

X similar

X ≥ 50% conserved


