
logo MKKSLMSSYKLRFIHYKQLSQECYLASPTLGKTI ESCYRPSLFGGSYSLATI
VDDTVFAMVASDEGE I

LYLKRAICEQSAEQYCRVKVHAPPTPVLWLTMYKRKCNGRPSVLTLKN
NTDB id 1068590 ACHQI1 RS17610 WP 032688494.1 MKKMSSLRFHQLQECLSPLGKISCRPLFGGYSLAIDDTVFAMVAEGEIYLKICEQSAEYRVVHATPLLTMRKNGRPVLLK 80
NTDB id 1428 BW25113 RS04975 WP 000839153.1 MKSLSYKRIYKSQEYLATLGTIEYRSLFGSYSLTVDDTVFAMVSDGELYLRACEQSAQYCVKHPPVWLTYKKCGRSVTLN 80
consensus !! *! ! * !!*! *!! ! *!*!!! !!! *!!!!!!!! *!!*!!* !!!!! !*! !*** !! *!*!!*! !

logo YYQRVDESTLWGRDNQSKLKTLFVNRLSAKSYSLDQASALRKNEKRSLTQRHNATRSEGRLKDLPNI
MSFHLMEAL ILLGI ENAVGI
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NTDB id 1068590 ACHQI1 RS17610 WP 032688494.1 YYQVDETLWGDSKTLFNLSASSLQSARNEKRLQHASGRLKDLPNISFHMELLLINAGVSDEKMLRQFGAEKVWLKLRESN 160
NTDB id 1428 BW25113 RS04975 WP 000839153.1 YYRVDESLWRNQLKLVRLSKYSLDAALKEKSTRNTRERLKDLPNMSFHLEAILGEVGIKDVRALRILGAKMCWLRLRQQN 160
consensus !! !!!*!! ! !! !! ! !! * !!!!!!!*!!!*! *! !* ! * !! !! *!!*!! !
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NTDB id 1068590 ACHQI1 RS17610 WP 032688494.1 KALTLNVLYALEGAIAGVHSAALPTQRRQELKVWAGSQHKNIDLYSG.. 207
NTDB id 1428 BW25113 RS04975 WP 000839153.1 SLVTEKILFMLEGAIIGIHEAALPVARRQELAEWADSLTPKQEFPAELE 209
consensus *! *!* !!!!! !*! !!!! !!!!! !! ! ** * * **
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