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NTDB id 1029 TT RS02230 WP 011228203.1 P LAVAL 303
NTDB id 1169 A1552VC RS11075 WP 000648511.1 WAFHA A 308
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FRG 307
NTDB id 1112 NGFG RS09215 WP 003689811.1 PIFGD FAAGVPLVD LDSTAGAGN 310
NTDB id 1113 AAA85695.1 219..1451( ) PIFGD FAAGVPLVD LDSTAGARGN 310
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NTDB id 1059 ABD1 RS01610 WP 000279215.1 PIFGD MKANMIAR SRTLAT FAAGVPL DAL STAGA 309
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