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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 .MEGNNMAGNTDEVFLIGRPVVTIFHNPDSLFTIAKLKVRETNSGNEDKEIIVKGSFPQLNPEDDYKFTGKLVNHPTYGA 79
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
consensus * ** *!**! ! * !*!!* !*!* !*!! !! * !!! * ! ! !! !**!* ! ! !!*! !! *!
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 QFDVHTFAKEMPATETGLVHYLSGDLFPGIGMKTAQTIVKKLGKDAIKKILDDPSVLGTIPKLADDKKETLISVLEQNMG 159
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
consensus !! **! !!*! ! !***!!! !!!*!!! !!! !!!!!! !! !!! !*!!! *!*! ! *!! ! * !
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 LERTIIQLNEWGFGPQIAMRIYQKYREESVSLLSENPYRLIEEIEGVGFQRADELGKNLGITGNHPSRIKAAILHSMNQA 239
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
consensus !! *! !! *!!!!!* !*!!! ! !** * !!!! !* **!!*!! *!!!!! *!**!!!! !*!!!!!***
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 VQSAGHVYVEAEAILPDVKRLLEMSQRIDIPF..ADISQAIIVLVEEGKLSAEERRLYIPSLYFSEIGIAAKLERIME.N 316
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
consensus * ! !! !*! ! ***! !! ! ! * ** ! *!!! ! ! * !* !*! !!!** ! *! ** *! *
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 DTADQFPVSEIRKAVGEVEERLGVNYAETQVAAIETALHSPLMILTGGPGTGKTTVIRGFVEVYAELHGLSLDPKEYAKK 396
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK.K 399
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 KEPFPIVLAAPTGRAAKRMSESTGLPAMTIHRLLGFNGQEKDEET.EREVEGRLIIIDEMSMVDTWLAHQLLKALANDVQ 475
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!*!! ! *!** **!!*!*!!!! !!*! !!!**! !!** **!
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 LLFVGDQDQLPPVGPGQVLRDMLDSGKVPIIELTEVFRQSEGSSIIEMAHMIKRSEWTDDITKKTSDRSFIKAGSDRILE 555
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus ** !!! !!!!*!!!!!!!!!*! ! *! * !!***!! !!!!!*!*!! *! * *! *! !!!!!**! ! !
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 VVEQVVKNAITKGHRIKDIQVLAPMYRGPAGIDGLNKMIQEMVNPPGPKRKEVVFGEAIYRIGDKVLQLVNQPESNVFNG 635
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNG 639
consensus !!! !! !!* !!* !!!!!!!!!!!!*!!! !! !*!***!!! *!!*!* !!* *!! !!!*!!!!!!!! !!!!!
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 DMGEVIAIIKAKETIDKKELLVVSYDGIEVTYERNDLNQLTLAYCCSIHKSQGSEFPIVIMPIVRGHRKMLRRNLLYTGI 715
NTDB id 355 BSU 27480 NP 390625.1 DIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAI 719
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 TRAKNFLILCGEPEEFRAGIARTDELERQTTLKERLNGDVVELVAMESPDPERAKVSNEAHVSSEDSQPVIFSLTMETFL 795
NTDB id 355 BSU 27480 NP 390625.1 TRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAEL......EALQ.................KELPFS 776
consensus !!!! !!!!!!!*! !* ! !!!*!! !! ! !* ! ****** * ***************** *!
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NTDB id 1068351 ACGLYD RS05960 WP 338652726.1 SIDPLIGMKGVTPYEFLEVSD. 816
NTDB id 355 BSU 27480 NP 390625.1 VHDANIGMEGITPFDFMKEEQQ 798
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