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YCSFCGKNQDEEVKKI IAGNGNVF ICNECVELASQE I IREELAEEVLATDLASDETVPKPKQELLANI LDNNSYVIGQDR

NTDB id 106830 A6M16 RS05255 WP 002934974.1 .MAVKHTHELIYCSFCGKNQEEVKKIIAGNNVFICNECVELAQEIIREELAEEVLTDLADTPKPQELLNILNNYVIGQDR 79
NTDB id 379 SMU RS04375 WP 002262816.1 MAGNRTNDVTVHCSFCGKNQDEVKKIIAGNGVFICNECVELSQEIIREELAEEVLADLSEVPKPKELLAILDSYVIGQDR 80
consensus * * ** * **!!!!!!!!*!!!!!!!!! !!!!!!!!!! !!!!!!!!!!!!! !! * !!! !!! !! !!!!!!!

logo AKRALAVAVYNHYKR INSFQTDESQRDDENQDVDLQKSNI LMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENI
NTDB id 106830 A6M16 RS05255 WP 002934974.1 AKRALAVAVYNHYKRINFQDSRDENDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENI 159
NTDB id 379 SMU RS04375 WP 002262816.1 AKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAGYVGEDVENI 160
consensus !!!!!!!!!!!!!!!! ! *! !**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LLKL ILQAADFYNI
V
D
ERAERGI IYVDE IDKIAKKGENVS ITRDVSGEGVQQALLKI I EGTVASVPPQGGRKHPNQQEMIHQI

VDTK
NTDB id 106830 A6M16 RS05255 WP 002934974.1 LLKLLQAADFNIDRAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPNQEMIHVDTK 239
NTDB id 379 SMU RS04375 WP 002262816.1 LLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQQEMIQIDTK 240
consensus !!!!*!!!!*!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!**!!!

logo NI LF IVGGAFDGI EDE IVKQRLGEKI IGFGHQNNKRAKIDDEKQESSYMQEHI IASDEDIQKFGI
L IPEFL IGRLPVFLAALDEQLTTVDEDLVKR I

NTDB id 106830 A6M16 RS05255 WP 002934974.1 NILFIVGGAFDGIEEIVKQRLGEKIIGFGHNNRAIDEKESYMQHIIADDIQKFGIIPELIGRLPVFAALDQLTTEDLVRI 319
NTDB id 379 SMU RS04375 WP 002262816.1 NILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQLTVDDLVKI 320
consensus !!!!!!!!!!!!!!*!!!!!!!!!!!!!!*!!* !!* !!!!*!! *!!!!!!*!!! !!!!!! !!!*!!! *!!!*!

logo LTEPKNALVKQYQTLLSYDDGVELDEFDEQDEALLQAIAEQKAI ERKTGARGLRS I I EETMLDLVMFE I
VPGSQDEDNVKTCRVR I

VTKAKAVDEG
NTDB id 106830 A6M16 RS05255 WP 002934974.1 LTEPKNALVKQYQTLLSYDDVELDFDEDALLAIAEKAIERKTGARGLRSIIEETMLDVMFEVPGQDNVKRVRVTKAAVDG 399
NTDB id 379 SMU RS04375 WP 002262816.1 LTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCVRITKKAVEG 400
consensus !!!!!!!!!!!!!!!!!!! !!!*!! *!! !!! !!!!!!!!!!!!!!!!!!!!!!*!!!*! !* ! *!!*!! !!*!
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NTDB id 106830 A6M16 RS05255 WP 002934974.1 KEKPLLETA. 408
NTDB id 379 SMU RS04375 WP 002262816.1 TDKPILETAS 410
consensus *!!*!!!!*
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X ≥ 50% conserved


