logo

NTDB id 1068258
NTDB id 128 BSU
NTDB id 126 BSU
consensus

logo

NTDB id 1068258
NTDB id 128 BSU
NTDB id 126 BSU
consensus

logo

NTDB id 1068258
NTDB id 128 BSU
NTDB id 126 BSU
consensus

logo

NTDB id 1068258
NTDB id 128 BSU
NTDB id 126 BSU
consensus

logo

NTDB id 1068258
NTDB id 128 BSU
NTDB id 126 BSU
consensus

ACFMPA RS19370 WP
37460 NP 391626.1
03770 NP 388259.1

ACFMPA RS19370 WP
37460 NP 391626.1
03770 NP 388259.1

ACFMPA RS19370 WP
37460 NP 391626.1
03770 NP 388259.1

ACFMPA RS19370 WP
37460 NP 391626.1
03770 NP 388259.1

ACFMPA RS19370 WP
37460 NP 391626.1
03770 NP 388259.1

029318693.1

029318693.1

029318693.1

029318693.1

029318693.1

NS SR s UL il 1L LR

AMTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLHLYYSLMEFRHENLMLEYLEPLEKMRIEEQP
AMTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLHLYYSLMEFRENLMLEYLEPLEKMRIEEQP
I GVIIESS G KINEWYBRIYIRQNFS PDAEWL BEINQEL:M BIDE LISLYYSLMEFRH LML YLEPLEKIMJIE QP

e

0B VEARER: VELDGREt A eAklon AFKCR iAEFer stV AR

RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF
RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF
SILS LEEAYIDRIQAPILISGLL YYWUNFFRGMYERDISRE SAI KMNAEMKLEFVE\D IE AEF FKH E YYYMKQTYF

S

Lt e o R N

SMDYARQAYEIYKE EAYNIRLLQCHSLFATNFLDLKQYEDA SHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE
SMDYARQAYEIYKEEEAYNIRLLQCHSLFATNFLDLKQYEDA SHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE
SR  AYEIY{JE EYN R QCHE F fN@M DE = EWNAINJHFESAAINYMA AEFEINQLEGRINIYN GLCERZJQDRIN?

O A FEESH L CATEL TR AR st e S 1 o

HEN

JYFKRATIAVFEESNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEA
WYFE A - BFEFSEI
Pl x| 1

DAIWWYFKRATAVFEESNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEA
DAT
IZA T

WSLPQAYFLITIRIMYK[NGKBEIDKANEYH|S GhgY |SueDEYERUSEEEFLINSLYLINP EE

o DR s

*11

IQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEYV 381
IQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEY| 381
I BeF[N LISYKW YAD EDIMA  VAKYYMERKQE)SH YFLWNVE ERJQNIOESIAGLYETE 382

X non conserved
B similar
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