logo

NTDB id 1068234
NTDB id 107 BSU
consensus

logo

NTDB id 1068234
NTDB id 107 BSU
consensus

logo

NTDB id 1068234
NTDB id 107 BSU
consensus

logo

NTDB id 1068234
NTDB id 107 BSU
consensus

logo

NTDB id 1068234
NTDB id 107 BSU
consensus

logo

NTDB id 1068234
NTDB id 107 BSU
consensus

logo

NTDB id 1068234
NTDB id 107 BSU
consensus

ACFMPA RS12955 WP
25570 NP 390435.1

ACFMPA RS12955 WP
25570 NP 390435.1

ACFMPA RS12955 WP
25570 NP 390435.1

ACFMPA RS12955 WP
25570 NP 390435.1

ACFMPA RS12955 WP
25570 NP 390435.1

ACFMPA RS12955 WP
25570 NP 390435.1

ACFMPA RS12955 WP
25570 NP 390435.1

326225400.

326225400.

326225400.

326225400.

326225400.

326225400.

326225400.

ot ST T AL LEL R FELERTCATTOS R

MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF
MRNSRLLLPMAAASATAGITAAAYFPATFLFILFLLITILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF
N

TPRR S eI AR Ot T LT ANE R

KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATV GAFDYNEYLYRQHI
KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVIYGAFDYNEYLYRQHI

VT St AL ST AR LV RN AL AL

HWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSE\GIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHV
HWNYSVTSIQONCSEPENFKYKVLSLRKHIISFTNSLLPPDS@GIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHYV|
DL e e e e rrrrrrrrrrrrrrrrrrnd

LU RCREARSILLLFLLY LT AVR S MLASLIERAA DY VL

GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVESATAICLSYIVLLLFNP
GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRV SATAICLSYIVLLLFNP

FUFERRHAOSL L FATELALT AL AL LR DL PRTE [

YHLFEAGFQLSFAVSFSLILSSSIFEIQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA
YHLFEAGFQLSFAVSFSLILSSSIF QVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA

LU LS IR NG [T L WERLSL

VAGVLLLSLSASFGRLFFSWFDLLISWWNRLITNIADV VFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG
VAGVLLLSLSASFGRLFFSWFDLLISWMNRLITNIADV VFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG
N N

LA LS ) D105 R AT VS R LB H

ICCTV FLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG
ICCTV FLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1068234 ACFMPA RS12955 WP 326225400.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

logo

NTDB id 1068234 ACFMPA RS12955 WP 326225400.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

logo

NTDB id 1068234 ACFMPA RS12955 WP 326225400.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

N

b

i Uil

W/l

il

IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE
IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE

[ e o O o T B B B B B A A A e

|

EIAIEOLIL BT LT LHE BB B

1A

I

INPDPASKNNSSLVLWMETGYY SWILTGDLEKEGEQEVMIVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN

I

il

PIPDPASKNNSSLVLWMETG[E SWILTGDLEKEGEQEVMIJVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN
PO kb bbb e rrrrrrrrrrrrrrrnd

X non conserved
B similar
>50% conserved

776
776

640
640

720
720



