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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 106819 ACAM54 RS02155 WP 145742684.1 ..MASVNKVIVVGNLGRDPEMRTFPSGDQVANVTVATTDRWKDKQSGEMREATEWHRIVFNGRLAEIAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP...YD.........EGYGQSQEAYQRPAQQSRQPA 140
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP...YE.........EGYGQSQEAYQRPAQQSRQPA 140
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPA....QGGMNVPAQQGSWGQPQ.......Q....PA 145
NTDB id 106819 ACAM54 RS02155 WP 145742684.1 EGSLRTRKWTDKDGIEKYTTEIRA....DQMQMLGSRQGQGGPSGGPEDDGGYSQG...GGYSQGGGGGGGGYA....PR 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGG.NQGS.GWNQAPAQTNYNQGG..YSDNYA....QN 146
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NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 KQH..QPMQQS.APQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 106819 ACAM54 RS02155 WP 145742684.1 APAAAPRAPAP.APRQAP.AKSSSGFDDMDDDIPF 180
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATRP.QPAQKPAAQAEPPMDNFDDDIPF 180
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