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NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 MSRHGMKGAHGGMRGGAKAKDFKGSLKKLVKYMSVYKVQMLFVAVFAVCGTVFNIVGPKILGKATTEIFNGLVSKVSGGS 80
NTDB id 370 SMU RS04260 WP 002263294.1 .................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAG...... 57
consensus ***************** ! ! * *!* !! *! ** * **!! ! ! * !! ******
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NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 GMDFGKIGQILLITLGLYVVSALCSFIQGMIMTGISQKTTYRLRKDITEKVNRMPMDYFDTKPVGEVLSRVTNDVDTLGQ 160
NTDB id 370 SMU RS04260 WP 002263294.1 KIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQ 137
consensus *! !!! ! ! !! !!*!* !** * !! * !!! ! *!*!**!* !!!*** !* !!!!!!!!! * !
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NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 SLNQSATQLITSVTTLIGVLVMMLSISPLMTVVALLILPISVGLISFVMKHSQKYFSGQQEYLGNVNGQVEEVYSGHNVI 240
NTDB id 370 SMU RS04260 WP 002263294.1 SFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVV 217
consensus ! !!! ** * !!! * !!* * * !*! ** ! * *! *!!* ! !! !* ! ! !!!!!!!!!!*
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NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 KAFNKEDDVIREFDRTNDKLYESAWKSQFFSGMMMPVMQFVGNLGYVGVAILGGFLAIKKTIEVGDIQSFIQYVRNFTQP 320
NTDB id 370 SMU RS04260 WP 002263294.1 SSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQP 297
consensus *! * !* !! !* ! !!!!!!!!*!!!*!!!*!! !!! !*!*!* *!! ! *! ! !* !!! !!!!
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NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 IQQVAQVTNMLQLAAASSERVFEFLEEKEEDQTVEHPVSVEGLHGNVQFENVHFGYNPEKIIINDFSANVKEGQKIAIVG 400
NTDB id 370 SMU RS04260 WP 002263294.1 IAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVG 377
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NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 PTGAGKTTMIKLLMRFYDVNSGSIKIDGHDVRDFNRSELREMFGMVLQDTWLFHGTIMDNIRYGKLDATEEEVIQAAKAA 480
NTDB id 370 SMU RS04260 WP 002263294.1 PTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAV 457
consensus !!!!!!!!** !!!!!!*! ! ! !!!* **! ! !*** !*!!!!!!!!!*!!* *!* ! * !*! !! !!!!
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NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 HVHRFVQTLPGGYQMEINEEATNISQGQKQLLTIARAILADPKILILDEATSSVDTRTEVRIQKAMDNLMKGRTSFVIAH 560
NTDB id 370 SMU RS04260 WP 002263294.1 GVHHFIKTLPKGYDTVLDD.SVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAH 536
consensus *!!*!* !!! !! * ** *! !!!!!!!!!!!*! !***!!!!!!!!!!!!!!! !!*!!!*!! !!!!!!!!!



logo RLSTIRDNADL I LVMKRDGDNI I EQGSTHDTQLLMAEQNGFYADELYNSQFETESETDVAQTCA
NTDB id 1068181 ACH9UM RS10600 WP 400091294.1 RLSTIRDADLILVMKDGDIIEQGTHTQLLAQNGFYAELYNSQFESTDQTCA 611
NTDB id 370 SMU RS04260 WP 002263294.1 RLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA... 584
consensus !!!!!! !!!!!!!*!! !!!!!*! !!*! !!!!!*!!!!!! ***
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