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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 106818 ACAM54 RS01265 WP 369649558.1 MSLSLVQSRALLGLEAASVTVEVHLANGLPSFTLVGLVETEVKEARERVRSAIQNAGLEFPNNKKIVVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGF.KGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 106818 ACAM54 RS01265 WP 369649558.1 RFDLPIALGILAASGQIQPALLAGHEFAGELSLSGELRPVRGALAMALALHTRGIATRLVLPAGSAQEAALVPGSEVYGA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ..VERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK..KQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK..SKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK..AKREIIVPQQNANEVSLVSNTQTYCA 157
consensus **!!*!!*!!!!!!*!* * ****!!*!*! **** ***** *** * * **** ** ** ** * *

logo

E
R
S
N
Q

H
S
T
N
I
L
K
R
L
Q
D
EVI

V
C
N
A
Q
D
D
E
R
Y
F
F
L
M
N
C
E
N
P
Q
G
E
N
R
G
Q

C
D
E
G
H
Q
T

A
K
P
T
Q
S

A
L
E
N
S
Q
P
I
P
S
L
F
Q
T
Y
A
L

G
K
T
P
Q

Q
S
T
V
E
P

D
I
L
N
P
S
K

K
R
S
T
V
P
R
S
D
K
Q

K
N
Q
V
E
L

PPAADGWAE
R
F
VHAISAAEVAKNAEFQRLAQRSV

L
A
G
K
P
V
N
A
K
P
S
L
N

F
H
L
N
Q
V
Y

G
P
S
Y
E
T

A
F
L
RDFWLAQTSEDVI IKGHQAEQGTQHGAKNRAML ITVEVIAASCAGNQGHSNI

L
I
L
M
L
F
I
V
S
LGEAPPGST

NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCPLEPTKVNTRE........EFH...KRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGS 225
NTDB id 106818 ACAM54 RS01265 WP 369649558.1 RHLLDVVQRFMPEGAAPLQGEDRQQPPAADGWARVHAAAAAAAPLYADLADVKGHAGAKRALEIAAAGGHSLLMVGEPGS 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL...............LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGS 222
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTSLQSLPPKPDL...............LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGS 222
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQTLSLFQSSPSV...............QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGT 222
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQLNLYQTPKKK...............ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGT 222
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEKLPLATEIVKE...........SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGT 226
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQLPIAQQLSQN...........IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGT 225
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFL 305
NTDB id 106818 ACAM54 RS01265 WP 369649558.1 GKSMLAQRFAGLLPPMSVDEALESAAVASLAGSF.SAA.RWMNRPTSAPHHTSSAVALVGGGSPPRPGEISQAHHGVLFL 318
NTDB id 1271 LPP RS03220 WP 011213198.1 GKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFL 301
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GKTMMAKRFSTLLPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFL 301
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GKTMLASRLCDLLPEMSDEEAMETASIASLTQQEINQH.NWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFL 301
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GKTMLASRLCDLLPEMSDEEAMETASVASLTQSEINEH.NWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFL 301
NTDB id 1349 HI 1117 AAC22771.1 GKTMLASRLTGLLPEMTDLEAIETASVTSLVQNELNFH.NWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFL 305
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GKTMLASRLADLLPEMEDDEAIETASVTSLVQNELNFQ.NWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFL 304
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDR 384
NTDB id 106818 ACAM54 RS01265 WP 369649558.1 DEFPEFARSALEALREPLETGTITIARAARRAEFPARFQLVAAMNPCPCGYLGSTLKACRCTPDQISRYQAKLSGPLLDR 398
NTDB id 1271 LPP RS03220 WP 011213198.1 DELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDR 381
NTDB id 1248 GCO85 RS03150 WP 011213198.1 DELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDR 381
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDR 379
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDR 379
NTDB id 1349 HI 1117 AAC22771.1 DELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDR 383
NTDB id 1387 A4U84 RS06900 WP 020457569.1 DELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDR 382
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEK 462
NTDB id 106818 ACAM54 RS01265 WP 369649558.1 IDLHIEVPAVSAQQLIDA..PAGESTASIRSRVVAAREFALQRQG....SPNQALQAGAIDKHAALDDAARKFVYSAAAK 472
NTDB id 1271 LPP RS03220 WP 011213198.1 IDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSK 457
NTDB id 1248 GCO85 RS03150 WP 011213198.1 IDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSK 457
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHR 454
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHR 454
NTDB id 1349 HI 1117 AAC22771.1 FDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNK 458
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTK 458
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 106818 ACAM54 RS01265 WP 369649558.1 LGWSARSTHRALKVARTVADLAGAESVEVVHVAEAVQYRRALRGIV....... 518
NTDB id 1271 LPP RS03220 WP 011213198.1 LKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 LGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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