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NTDB id 1068041 ACG2XO RS13705 WP 410498552.1 ........MSQQLNLTPQLQQSIKLLQLSTLEFNQELDQYLADNPLLEREEMGGDSVET............Q.......E 53
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus *********!!*! !!!!!!!!!*!!!!!!*! *!!**! ! *!!!!!!! !* ************ *******!
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NTDB id 1068041 ACG2XO RS13705 WP 410498552.1 QTPSEVNDYSAED......QDG...........LRWD..DVRSGSSFDDDDEHDPTLRVAIEDTLRDYLLAQARLLGLSE 114
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYGTERSDWSLDDFARKP.QSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus *!* ! * !****** !*********** ! **! ** !*!** ! !*! !**!* ! *! !!*

logo RDHKAGLLVAI FLL IVEASLDDEDEGLYLTVGQESLDE I FLASDQLPAQDEL ITELELVELPDEELQRATAHLQRMYLMQQSFLDEPALGI
VGARSALASECLLTLQLKQARLVDPPSPSA

NTDB id 1068041 ACG2XO RS13705 WP 410498552.1 RDHALLALLVEALDEDGLLVQELDEIFSQLPQDLITELELEPEELRTAHQYLMQLEPLGVGARSLSECLLLQLKAVPPSA 194
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAEL....EVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP. 234
consensus !!**!* !*! !!**! ! !!!! !! *!****!*!**!! !* ! *! !*!!!! !!! !!! *****
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NTDB id 1068041 ACG2XO RS13705 WP 410498552.1 AVALAKSLIENGLELLAVRDFVRLKKQLQCNDEQLRQAQQIVRSLNPRPAANWGGDTTRYVVPDVLVQKVRGRWIARLNQ 274
NTDB id 1425 RS RS02020 WP 011000369.1 AKPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNP 314
consensus ! *!! *** **!!!!! !!* !!!! ! * ! !* !* **!!! ! !** *! *!!!!!*! ! * !*! !!*
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LLQRGSDSARGESGLAANLAQGQKQLQEARWL IKNS I EQQRFGDSTI LRVASQAIVERQKQASFFETHYGE I

VAMKRPLVLRDE IA
NTDB id 1068041 ACG2XO RS13705 WP 410498552.1 AAQPKLKVNEMYARLLQGDAGESL....AGQLQEARWLIKSIEQRGSTILRVAQAIVERQQAFFEYGEVAMKPLVLRDIA 350
NTDB id 1425 RS RS02020 WP 011000369.1 DVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIA 394
consensus !*!**!*!!! *! !!! **** !!!!!!!!! ! !! !!!!! !!!!!!! !! *!!*!!*!!!!!*!!

logo DETLDGLHESTI SRVTTNQKFYMALTPMRGTVFLELYKYFFGSHVESNTDENTGGAEANSASTAIKRAL IKQLVAGAQEDNPKKNPLSDNSAR IATEELLAGERQGFV
NTDB id 1068041 ACG2XO RS13705 WP 410498552.1 DELDLHESTISRVTTQKFMLTPRGVLEYKYFFGSHVENDNGGENSATAIKALIKQLVAQENPKKPLSDNAITEELARQGV 430
NTDB id 1425 RS RS02020 WP 011000369.1 DTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGF 474
consensus ! ! !!!!!!!!!!!*!*! !! ! ! !!!!!!!! * !! ! !!!*!!!!!!!* ! !! !!!! ! ! !* !!
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NTDB id 1068041 ACG2XO RS13705 WP 410498552.1 AVARRTVAKYRESLNIVPASQRKSL 455
NTDB id 1425 RS RS02020 WP 011000369.1 VVARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!! ! !** !!!!
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