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NTDB id 1068034 ACG2XO RS06435 WP 410499989.1 MFSFFRKKKSDDVTTEQDLSTIPPE..........AGSANSAPTSEAAPQDDIAQ...SEHTGV.......FPATPDSTR 60
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVETVSGAVEQVKETVAEMPSEAG 80
consensus !!!!!!*!! * * * ** ********** ! * ! ! * ! *** **! ******* * !
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NTDB id 1068034 ACG2XO RS06435 WP 410499989.1 PAEQY...........IEVDPAKLGNTDQPQERPTLSWTERLKLGLAKTRDKLGKSLASVFGGGQIDEDLYEELETVLLT 129
NTDB id 1118 NGFG RS11455 WP 003696286.1 EAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLIT 160
consensus *! ************ ** * * ! ! ! !!! !!!!*!!!**!!!! !!!!!!! !!!!!!!!!!!*!
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NTDB id 1068034 ACG2XO RS06435 WP 410499989.1 ADMGVDATQHLLKDVRERVTLKGLKDPAELKGALKDSLVELIEPLQIPLNVD.GQKPFILMVAGVNGAGKTTSIGKLAKY 208
NTDB id 1118 NGFG RS11455 WP 003696286.1 GDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKY 240
consensus *!!!**!! *!*!!!! !!*!!!!!!* !!*!!!!* ! *!! !! !! *** !!**!*!!*!!!!!!!!!!!!!!!

logo FQASQGKSVLLAAGDTFRAAAREQLQVAVWGEGRNGNVHTVIASQETSTGDASAAVACFDAVNQASAKRARGIDI
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NTDB id 1068034 ACG2XO RS06435 WP 410499989.1 FQSQGKSVLLAAGDTFRAAAREQLVVWGERNGVHVIAQESGDAAAVAFDAVNSARARGIDVVIVDTAGRLPTQLHLMEEI 288
NTDB id 1118 NGFG RS11455 WP 003696286.1 FQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEI 320
consensus !! !!!!!!!!!!!!!!!!!!!!! !! !! !*!! ! *!! !!!*!!!!* !*!!!!!*!* !!!!!!!!!!!!!!!!
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NTDB id 1068034 ACG2XO RS06435 WP 410499989.1 KKVKRVVQKADPTGPHEIMLVLDANTGQNALAQTKSFDDALGLTGLVLTKLDGTAKGGVIAAIAKNRPVPLRFIGVGETI 368
NTDB id 1118 NGFG RS11455 WP 003696286.1 KKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGI 400
consensus !!!!!!*!!! ! *!!!!**!!!!! !!!!* ! ! !!!!!!!!!!**!!!!!!!!!!**!!*! !!!!*!*!!!!! !
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VDALFLDE

NTDB id 1068034 ACG2XO RS06435 WP 410499989.1 DDLRPFDARDYIDALFE 385
NTDB id 1118 NGFG RS11455 WP 003696286.1 DDLRPFDARAFVDALLD 417
consensus !!!!!!!!! **!!! *
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