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NTDB id 358 SMU RS01425 WP 002263523.1 MKQVIYVVLIVIAVNILLEIIKRVTKRGGTVSSSNPLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKHYGSNYSIA 80
NTDB id 483 SM12261 RS00275 WP 000668315.1 ..........................................MKFGKRHY..RPQVDQMDCGVASLAMVFGYYGSYYSLA 36
NTDB id 369 SMU RS04255 WP 002263293.1 ................................................................................ 0
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NTDB id 370 SMU RS04260 WP 002263294.1 ................................................................................ 0
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NTDB id 358 SMU RS01425 WP 002263523.1 YLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLIIGDPDPS 160
NTDB id 483 SM12261 RS00275 WP 000668315.1 HLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIHIADPDPG 116
NTDB id 369 SMU RS04255 WP 002263293.1 ................................................................................ 0
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 ................................................................................ 0
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NTDB id 358 SMU RS01425 WP 002263523.1 VKVTRMSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQ.KALMTYIII...ASLIVTLIDIVGSYYLQGI 236
NTDB id 483 SM12261 RS00275 WP 000668315.1 VKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQ.RGLIANIVL...ATLLVTLINIVGSYYLQSI 192
NTDB id 369 SMU RS04255 WP 002263293.1 ........................................MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNI 40
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 .............................MENKKKSLLSQMAPYLKG.YKALFGLAVI...FTIVSSTITVIGPDRLKEM 47
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NTDB id 358 SMU RS01425 WP 002263523.1 LDEYIPDQLISTLGM.....ITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITS 311
NTDB id 483 SM12261 RS00275 WP 000668315.1 IDTYVPDQMRSTLGI.....ISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVS 267
NTDB id 369 SMU RS04255 WP 002263293.1 TTLLQTKGTT.ASDIMDPGSK...MLMFSFGSFFMAVLVGFLASRTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLT 116
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 TDTMT.KGLAGKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLS 126
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NTDB id 358 SMU RS01425 WP 002263523.1 RFTDANQIIDAVASTIFSIFLDMTMVILVGGVLLAQ......N...NNL....FFLTLLSIPIYAIIIFAFLKPFEKMNH 378
NTDB id 483 SM12261 RS00275 WP 000668315.1 RFTDANSIIDALASTILSIFLDVSTVVIISLVLFSQ......N...TNL....FFITLLALPIYTVIIFAFMKPFEKMNR 334
NTDB id 369 SMU RS04255 WP 002263293.1 RTTNDLTQLQIMIVM........GMQVVTRGPIMAVWALTKIWGKSDEWTGAVGVAVLIVFIMLSVLMFVAFPRQR.... 184
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 RVTNDVDLMTQSFNQ..SLVSMVAAIILLIGSIF...MMIKTNG...ALAATAILSVFAGFVLSTVIMAKSQPLFK.... 194
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NTDB id 358 SMU RS01425 WP 002263523.1 EVMESNAVVSSSIIEDINGMETIKSLTSESARYQNIDSEFVDYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLV 458
NTDB id 483 SM12261 RS00275 WP 000668315.1 DTMEANAVLSSSIIEDINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLV 414
NTDB id 369 SMU RS04255 WP 002263293.1 QVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSLMNPVMTVVSSGLTLAIYWIGAYLL 264
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 KQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFI...........GNFGY 263
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NTDB id 358 SMU RS01425 WP 002263523.1 ............................MDNKISVGQLITFNALLSYFSNPIENIINLQSKLQSARVANTRLNEVYLVES 510
NTDB id 483 SM12261 RS00275 WP 000668315.1 ............................MDGKMSLGQLITYNTLLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVAS 466
NTDB id 369 SMU RS04255 WP 002263293.1 NDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRAL...........VSAKRINEVLALNS 333
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 .....VMVCIVGAT............MAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEE 326
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LAVKNMLLMIMPVNRFYDEAVPDNSTEKQRGEIMWVIKRSLIGNDG
NTDB id 358 SMU RS01425 WP 002263523.1 EFEKDGDLSENSFLDGDISFENLSYKYGFGR.DTLSDINLSIKKGSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRING 589
NTDB id 483 SM12261 RS00275 WP 000668315.1 EFEEKKTVEDLSLMKGDMTFKQVSYKYGYGR.DVLLDINLTIPQGSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGG 545
NTDB id 369 SMU RS04255 WP 002263293.1 SVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPRFYDATEGWIKIDG 413
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 IEDENHKVKQLEKVEGNVNFDNVFFGYSPDK.TIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDG 405
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NTDB id 358 SMU RS01425 WP 002263523.1 NDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGT..SQEDIIRACEIAEIRSDIEQMPQGYQTEL.SDGAGIS 666
NTDB id 483 SM12261 RS00275 WP 000668315.1 VNLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGT..TQEDILRAVELAEIREDIERMPLNYQTELTSDGAGIS 623
NTDB id 369 SMU RS04255 WP 002263293.1 IKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKGLDTEVAQGGTNFS 493
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 VNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHI...TDEQVIAAAKAVGVHHFIKTLPKGYDTVL.DDSVTLS 481
consensus * * * * * * **** *** *** **** * ** * * ** * *** ** ** ** ** *** ** **

logo

V
GGQRKQLR I

L
T
AI
LARALALKRTKQDPAEP I

L
VL I FLDDESAFTSASVLDTYIKRLTDEERKI

K
L
R

L
I
I
Q
R
V

D
N
R
S

A
D
N
M
L
A
D
L
M

A
H
K
Q

K
M
L
M
T
E
K
T

D
G
E
M
R
KTI

K
L
S

F
L
I
I
V
F
I
VAQHR I

M
L
T
S ITASI EMQRNDRTAEDEHKLSVIVILVMLKRDDQGDNKVI IVGEEVQGSNTH

NTDB id 358 SMU RS01425 WP 002263523.1 GGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISNLLQM.TEKTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTH 745
NTDB id 483 SM12261 RS00275 WP 000668315.1 GGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLMAL..DKTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNH 701
NTDB id 369 SMU RS04255 WP 002263293.1 GGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHILVLDQGKVVGQGTH 573
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 ........................................................MSTIRDADSIIVLKDGDIVEVGNH 24
NTDB id 370 SMU RS04260 WP 002263294.1 VGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSH 561
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NTDB id 358 SMU RS01425 WP 002263523.1 KELLAKQGFYYNLFN............ 760
NTDB id 483 SM12261 RS00275 WP 000668315.1 ADLLAQGGFYAHLVNS........... 717
NTDB id 369 SMU RS04255 WP 002263293.1 KELLANNDIYQEIAYSQLSKEELENGK 600
NTDB id 1067976 ACIA39 RS04265 WP 396592562.1 DSLMAKKGFYADLYQSQFEHGEE.... 47
NTDB id 370 SMU RS04260 WP 002263294.1 DQLMAENGFYADLYNSQFTEEVA.... 584
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