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NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 MEIPYRSEVPKEQTWDLTRVFKTEADWEAAFKAVKQEVKALPALEDGFTESASVLYDRLTQIFAVDRRLSKIYVYASMAS 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * * !**** !!!!! *! !*!!!! * !**! *! * *!! ! * !!! !!!!!!!!
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NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 DVDTSNQKKLALNSRGQSLAAEYQAAVAFIQPAVLALGKEALDAFFKEEPRLENYRHYLEQIVKQEEHVLPAEEEKLVSA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus ! !!* * ** ! ! !* ! *!! ! ! !! ! ! !! ! ** * *!!!* ! ! !* !
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NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 AGDALSASANTFNVLTNSDLQFPYIEDEDGEAVELTEANYDILIQSQNREVREDAFDALYAGYGQFASTFASTLAGNVKA 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus !!! ** !!!!! ! !* !!** ! !* !!!!**!* !* ! !**! !**!*!* ! !! *!*! !! ! !!
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NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 HNFDAQTHHYQDALAAALSENNIPVDVYNQLLTSVHKHLDLLHRYVNLREEILDLKGDLQMWDMYVPITGKPSLSYTFAE 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLD.ELKMYDVYTPLSETE.TALTYEE 317
consensus !!* ! *!!* ! *!!! ! !! !! !! !!*!!!*!!!!!* !! *! ! **! !*!*! !** ** !* !
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NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 AKAQAREALQVLGEDYVKHVDYLFNNRCIDHVANMHKQSGAYSGGAYDTDAYVLLNWQGDLDSLYTLVHETGHSVHSMYT 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 SLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFT 397
consensus ! ! ! * !!*! !*!* ! !*!!***! *! !!!!!!!!!!! !**!!!!! !! !*!!!!!!!!!*!! *!
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NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 RENQPYVYGDYPIFVAEIASTTNENLLTNYFLDRVTDPKTRAFLLNYYLSSFKGTVYRQTQFAEFEKFIHESDQAGEALT 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 RQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILT 477
consensus ! !!!!!!!!!!!*!!!!!!!!!!*!! ! ! !*!!! *!!*!! !!!!!*!!!!!!!!!* !!! ! ! !!

logo ADFYLMCNGKFLYADDRLNEQKQYYGNLPAKAI ESDLGNSYDE IDQFLEWAER IPHFYMYNFYYVYQYATGFAAASTAYLAENKITVHYGSTEQEDKEAKYLDTFYLKASGSSD
NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 ADYLCGFYDRLNQQYYGPAISLGSDIDLEWARIPHFYYNFYVYQYATGFAAATALANKITYGSQEDKEKYLDFLKSGSSD 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSD 557
consensus !!*** ! !! !! * *! !! !!!!!! !*!!!!!!!!!!!!* !! !! *!* !!!! !! *!! !!!!
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NTDB id 1067956 ACIA4G RS00870 WP 176270712.1 YPINIMQKAGVDMTKSDYLEDAFKVFAERLDEFTDLIKKL.... 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!* ** !!!!!!! *!!!* !!!!! *!! ! !* ! ****
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