
logo MKQGSLQSLRLVSQHLALTPQLQQS IRLLQLSTI
LELQSQEVEQAMLDTENPFLLERETANEEWALADRTESAERFIGALDGTASDVANAPLVPQRDDAGEGEAE

NTDB id 106784 ACAM42 RS02705 WP 354347981.1 MKQGLSLRVSQHLALTPQLQQSIRLLQLSTLELSQEVEQMLDENPFLERTAEEAARE.EFGLDTADAPVPRDDAGEGEAE 79
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQ.......... 70
consensus !!! ! !!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!! ! !!! !!! ! * ! ! *************

logo

FTPSAASSTSASTPSLSDPTETSTPSPTPADATDNGAPAADEHAIADETAREAPDSWYENGGSDFGDTSVDMYAGPTDEDRSDEWGSLSDADFPARKQNPNQLSDGDEDDERADPAMTEQLARERASEQEP
NTDB id 106784 ACAM42 RS02705 WP 354347981.1 FTPSAASTSSTSSDTTTSTPDTDGPAAEIAEREPDWE..GDGTVDMAPDDSEWGSDAPARQNNLGDDERADATELARSQE 157
NTDB id 1425 RS RS02020 WP 011000369.1 ......SSSATPLPTESPPPAANGA.DHADTAEASYENGSDFDSDYGTERSDWSLDDFARKPQSDEDDRAP.MQLREAEP 142
consensus ******!*! !* *! ***! !** * !* *!** ! ! *** !*! ! *!! ** *!*!!** ! *
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NTDB id 106784 ACAM42 RS02705 WP 354347981.1 SLQSFLHRQALSLRLNENDCAALRFLIESLNDDGYLEDSLPALASGLAGDDNDQFDDLVHHFQVALGLLQSLEPVGVGAR 237
NTDB id 1425 RS RS02020 WP 011000369.1 TQREFLMEQLAPLKLSPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEV....ELDELQAALRMLQSFDPAGIGAR 218
consensus * !!* ! *!*! * !** * !!!!!! !*!!! !!* * !*** **** *** ! !! *!!! *! !*!!!

logo

D
S
A
L
A
GECLSTI

LQLKQARLADSEPADEKTEAEAL IRKPLTAI
L
A
TICVKNQHPLMELLAARRDFYKTRLAKKTALLTRSTVDNDEDGELLVKRASAHLEQLVIARRSLAEPFKPGHRARFGVDRAV

NTDB id 106784 ACAM42 RS02705 WP 354347981.1 DLGECLSIQLKALASEDETEAEALIRKTAIAICKQPMELLARRDFKRLATLTRTNEDLVRSALQVIARLEPKPGRRFVDV 317
NTDB id 1425 RS RS02020 WP 011000369.1 SAAECLTLQLQRLDSPAK........PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRA 290
consensus *!!!**!! ! !* ********* !* !* ! *!!!! !!* !! * ** !* *! ! ! !!* !
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MYAGQAI LKRSHSKRGESGASAQANLQSQKRLQEARWFL IKNIQQRFDTI LRV
NTDB id 106784 ACAM42 RS02705 WP 354347981.1 ERNIVIPDVIVTKTGRGTNVKFRVMLNPEVMPRLRVHDIYAGALKSHKGE.GSQALSQRLQEARWFIKNIQQRFDTILRV 396
NTDB id 1425 RS RS02020 WP 011000369.1 EADFVVPDVVVRKTAAG....WMAQLNPDVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRV 366
consensus ! !*!!!*! !!* !***** !!!*!!!!!!**!*!! !*!**!!*! ! !*!!!!!! !!!!!!!!!!!!!!
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LAMRPLVLRE IADETLGLHESTI SRVTTANKYMATPFMGTFVELKYFFGSAHLVGSTETGGANASSTAI

VRAL
NTDB id 106784 ACAM42 RS02705 WP 354347981.1 SNAIVERQKSYFVHGELAMRPLVLREIADELGLHESTISRVTTAKYMATPFGTVELKYFFGSALGTETGGNASSTAVRAL 476
NTDB id 1425 RS RS02020 WP 011000369.1 SQAIVERQKSFFTHGEIAMRPLVLREIADTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRAL 446
consensus !*!!!!!!!!*! !!!*!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!! !! !!!!!!!!** !!!!! !!!!!*!!!

logo IKQFLVGSASEDS IPKKNPLSDSQR IASELMLGKEQGFI EVCVARRTVAKYREALKR IAPAPAVNLRKASL
NTDB id 106784 ACAM42 RS02705 WP 354347981.1 IKQFVSSESIKKPLSDSQISEMLKEQGIECARRTVAKYREALRIAPANLRKAL 529
NTDB id 1425 RS RS02020 WP 011000369.1 IKQLVGAEDPKNPLSDSRIAELLGEQGFVVARRTVAKYREALKIPAVNLRKSL 499
consensus !!! ! ! *! !!!!! ! !*! !!! *!!!!!!!!!!!!*!** !!!! !
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