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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPG.KKITINMAPADLRKEGS 77
NTDB id 106780 ACAM55 RS23380 WP 369653809.1 MSLSLVQSRALLGLEAASVTVEVHLANGLPSFTLVGLAETEVKEARERVRSAIQNAGLEFPNNKRITVNLAPADLPKDSG 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPC.RKITVNLGPANLPKTGS 79
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPA.KRITVNLAPADLPKEGG 79
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPA.KRITVNLAPADLPKEGG 79
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPA.KRITVNLAPADLPKEGG 79
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPA.RRITINLAPADLPKEGG 79
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NTDB id 1323 RA0C RS07335 WP 004916218.1 AYDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGF.KGIILPKQNTREAAIVNDLEVYGV 156
NTDB id 106780 ACAM55 RS23380 WP 369653809.1 RFDLPIALGILAASEQIQAARLAGHEFAGELSLSGELRPVRGALAMALALHTRGIATRLVLPTESAQEAALVPGGEVYGA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GFDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTA 157
NTDB id 1153 A1552VC RS00115 WP 000521788.1 RFDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ..VERCLVVPHSNGDQAALVGVERHKSA 157
NTDB id 1397 DSB67 RS15690 WP 005535577.1 RFDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK..KQRHLVVPHANGDQAALVGKEQHKSA 157
NTDB id 1349 HI 1117 AAC22771.1 RFDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK..SKRELIIAKQNANEASLVSDQNTYFA 157
NTDB id 1387 A4U84 RS06900 WP 020457569.1 RFDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK..AKREIIVPQQNANEVSLVSNTQTYCA 157
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ENIKEVIDFFNENCP.LEPTKVNTRE...EFH...KRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTM 229
NTDB id 106780 ACAM55 RS23380 WP 369653809.1 RHLLDVVRRFMAEDAALQQAEPPAADGWARVHAAAAATMPTYADLADVKGHAGARRALEIAAAGGHSLLMVGEPGSGKSM 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NNLREVCDYLCQGTS.LQSLPPKPDL..........LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTM 226
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NNLREVCDYLCQGTS.LQSLPPKPDL..........LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTM 226
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QSLLEVCADLCGQQT.LSLFQSSPSV..........QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTM 226
NTDB id 1397 DSB67 RS15690 WP 005535577.1 QSLLEVCAELCGQHQ.LNLYQTPKKK..........ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTM 226
NTDB id 1349 HI 1117 AAC22771.1 QTLLDVVQFLNGQEK.LPLATEIVKE......SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTM 230
NTDB id 1387 A4U84 RS06900 WP 020457569.1 STLLQVVNFLNNRDQ.LPIAQQLSQN......IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTM 229
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGG.GSYPQPGEISLAHNGVLFLDEM 308
NTDB id 106780 ACAM55 RS23380 WP 369653809.1 LAQRFAGLLPPMSVDEALESAAVASLGGS.FS.TARWMTRPTSAPYHTSSAVALVGGGGSPPRPGEISQAHHGVLFLDEF 318
NTDB id 1271 LPP RS03220 WP 011213198.1 MAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGG.GNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MAKRFSTLLPELSETQALECAAINSIRGKLPD.FREWRLPPFRAPHHTASPVALVGG.GNPPKPGEISLAHHGVLFLDEL 304
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LASRLCDLLPEMSDEEAMETASIASLTQQEIN.QHNWKLRPFRAPHHSSSMAALVGG.GTIPRPGEISLAHNGLLFLDEM 304
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LASRLCDLLPEMSDEEAMETASVASLTQSEIN.EHNWKTRPFRAPHHSSSMAALVGG.GSVPRPGEISLAHNGLLFLDEM 304
NTDB id 1349 HI 1117 AAC22771.1 LASRLTGLLPEMTDLEAIETASVTSLVQNELN.FHNWKQRPFRAPHHSASMPALVGG.GTIPKPGEISLATNGVLFLDEL 308
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LASRLADLLPEMEDDEAIETASVTSLVQNELN.FQNWKKRPFRSPHHSASMVALVGG.GSIPKPGEISLAHNGVLFLDEL 307
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDI 387
NTDB id 106780 ACAM55 RS23380 WP 369653809.1 PEFARSALEALREPLETGTITIARAARRAEFPARFQLIAAMNPCPCGYLGSTLKACRCTPDQILRYQGKLSGPLLDRIDL 398
NTDB id 1271 LPP RS03220 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDM 384
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDM 382
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDM 382
NTDB id 1349 HI 1117 AAC22771.1 PEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDL 386
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDL 385
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NTDB id 1248 GCO85 RS03150 WP 011213198.1 QVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKL 460
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