logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113
1252

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1067726 ACH450 RS25890 WP 038575694.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113
1252

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1067726 ACH450 RS25890 WP 038575694.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113
1252

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAA85695.1 219..1451( )

GC085 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1067726 ACH450 RS25890 WP 038575694.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1169
1402
1112
1113
12562

A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
NGFG RS09215 WP 003689811.1
AAAB5695.1 219..1451( )

GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
1067726 ACH450 RS25890 WP 038575694.1
1198 PSJM300 03950 AFN76868.1

consensus

mx
'_
ron

LK

R

s ol

4GSVSELARL . TH

<JKLK FR E | K ﬁ {R& Kl
FSLﬁ e RY AL ¥B§§5A TR RaLa RHvéigéY

QTLPEKNEREKEEN SNEKE . §

TP QEX NEREKEMN S SEKIY . TSEN
RHSASDIAL
RHSASDKL

LG{AKE
KETIIN.
K(EVIY .

SKDIT

KTQV PV|3A
PTIJA
SVML
IKNSVFT

¥ 1 x

ETRQLJLLJ el e

IATRQLATM

QGSK.
QGAK.

/-\LR

SF$

bl

F
F
KAG PL QAF L
JAG PL QAF L
i3 G PLVQAF L
KAGVPLVQAF L
KAGVPLVQ F L
KAGVPL Q F L

L

KAGVPL Q F I
* x| [ * *

ORATIEASE ALY o s B A0, e Dot e

Q
LPAFTQ V

INZP LMW T)\Y
LPART QpV
INFAMENR ALY

LPAFTQ V
LPAFTQ V
W[eFGAFLPEFTQ V
INNFGA LPAFTIR V
skokokokk bkl 1 k% Pl b bk ok Dk ok | oskskok

* 1k * * | * Poesksk Dbk 1 D kx

S F/\/\/\

R ATY EKSEMNL EK BMKALMYPLWIV VA
D AMYKEK B\ |4K K@AL@YP NVIEIVA
D AMYKEK I\ |4K KgAL@YP BVIEIVA
D VATYKEKMENM KISKIKKALWYP JA{V VA
DRVANYKEKSEMLKNKIKKA
DRVAMYKEKSEIRLKNKIKKA

RVATYKEKSERLK@N I KA pYP F\VI[gvaA

skokk Pk b 1] % * %k kxkk Pk 1 1x % ok %k %k %k Xk ok

it O Lo D ol M AT Lol e

LKAL.KNSFQIRLKTSR GLKFPI G
PI G LEKAIIA

F RTWATIREAAGVPLVDEYLISTAGAREGN
F RTINAT|REAAGVPLVDNYLIMSTAGAEIGN

BB et BSKﬁFRE DR#

*kk  kk I okokok

sofokokok | okok |okokok ok ok | ! NETITL

DUk Dok | okok koot |

152
151
154
154
151
153
153
150
150

232
231
234
234
231
233
233
230
230

312
311
314
314
311
313
313
310
310



)20 et

sl

Rl ot Rele et e

~

NTDB id 1169 A1552VC RS11075 WP 000648511.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1112 NGFG RS09215 WP 003689811.1 S A

NTDB id 1113 AAA85695.1 219..1451( ) A

NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVAIGEESGAL [IMLEJKVAN YE EV NAVDELSE

NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVAIGEESGALD MLIKVARN YEEVDAVDL S

NTDB id 1059 ABD1 RS01610 WP 000279215.1 QMVAIGEESGALDSMLIKV AgN WEVDNAVD{EL B

NTDB id 1067726 ACH450 RS25890 WP 038575694.1 QMINAIGEESGALDEMLIXKVAINSIYE EVDJRRVDIRL SN

NTDB id 1198 PSJM300 03950 AFN76868.1

consensus * kokokox | * ! * k1 [ L N A I B B ! Pk Dok Dokokok | Dok x|
<0

AMEEA
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